IDENTIFICATION

Species: Oryza brachyantha
Locus: XP_015690764

Gene Model: XP_015690764.1
Description: ObEXPA-14
Family: Alpha Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/10862?genome assembly 1d=1593936
KEGG: https://www.genome.jp/entry/T02995

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/organism/1941498
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List of domain hits o

Name Accession Description Interval E-value
[+] PLNDGO50 super family 31535 expansin A; Provisiona 22-256 3.46e-98

SEQUENCES
Peptide
>ObEXPA-14

MAPPLLLLLASLLVVAAPRALGLGLGQWQPGHATFYGGDDASGTMGGACGYGNLY
SQGYGVNNAALSTALFNEGQSCGACFEIKCVNQPGWKWCHPGSPSILITATNFCPPN
YALPSDNGGRGDPPXPPPAFLRIARYRAGVVPVSFRRVACARKGGVRFTVNGHAYFN
LVLVTNVGGAGDVRSLAVKASGSRGRGRGGRWQPMSRNWGQNWQSNGYLNGQA
LSFRVTSGDGRSLTCADVAPAGWRFGQTFEGRQF

CDS (coding sequence)
>ObEXPA-14

ATGGCGCCACCCCTACTGCTGCTCCTCGCTTCTCTCCTCGTCGTCGCCGCGCCGCG
AGCGCTCGGGCTCGGGCTCGGCCAGTGGCAGCCCGGCCACGCGACGTTCTACGGC
GGCGACGACGCCTCTGGCACGATGGGTGGCGCGTGCGGGTACGGGAACCTGTAC
AGCCAGGGGTACGGCGTGAACAACGCGGCGCTGAGCACGGCGCTGTTCAACGAA
GGGCAGAGCTGCGGCGCGTGCTTCGAGATCAAGTGCGTGAACCAGCCCGGGTGG
AAGTGGTGCCACCCGGGGAGCCCCTCCATCCTCATCACCGCCACCAACTTTTGCC
CGCCCAACTACGCCCTCCCCTCCGACAACGGCGGGCGGGGGGACCCCCCENNCCC
CCCCCCCGCGTTCCTCCGCATCGCGCGGTACCGCGCGGGGGTCGTCCCCGTCTCCT
TCCGCCGCGTGGCGTGCGCCAGGAAGGGCGGCGTCCGGTTCACCGTCAACGGCC
ACGCCTACTTCAACCTGGTGCTGGTCACCAACGTCGGCGGCGCCGGCGACGTGCG
CTCCCTCGCCGTGAAGGCGTCCGGGTCGCGCGGCCGCGGLCCGCGGGGGACGGTG
GCAGCCCATGTCCCGCAACTGGGGACAGAACTGGCAGAGCAACGGCTACCTCAA
CGGCCAGGCGCTCTCCTTCCGCGTCACCTCCGGCGACGGCCGCTCCCTCACCTGC
GCCGACGTCGCGCCCGCCGGCTGGCGGTTCGGCCAGACCTTCGAGGGCAGGCAG
TTCTGAACAAAAGAAGATCACTTTAGCCAACAGGACCATCTCATCCTTCTTCCATT
CTCCATTAATGCTTATCTTTGAGCTTAATTACACACCAAATCGGTGCTTAGTGAGG
TCTAGATGCTGAGGTTGCTGGCTGCTGCAAGAAGATGGCAAGGCATTGCACCCGC
ATGTCAGAGGCAATCTGCTTTCCTAGTTCAGAGATTTGTAGTACAGGGCATGTCA
CTGGCATTGGCATGAGCAATGAGCTGATTACTTAGGTCCAGGCTCCAGAGAGTGG
CTGGCCATAGCGTGAGCCTGCCTCTCTGAAGAGTGAGCTGTCTGTACAAATGCAG
TTGTTTGTTTGCTGCTCTTAATTTCCACCTCCTGAAA

Nucleotide



>0ObEXPA-14

GACACACTCTTTTTGCTGGCTGTGGATCTAGTACCATTATGATAGATTCATTATCA
GTCATTGGTTTTACTCTCAGGTAGATCTAAAGTGCTGCTAATAATATTATTATGAC
GTGAACATTGACTGTATTAATGTATTCACAATGAAATGACTAAAATGATATTTAC
AGAATTAATTAAATAAGCTGTCACCTACGATAAAAAGTAATTTAACAAACGAGTT
GATAAAGAAATAGAAGAAAATCACGTCTGATATGAGATATTGTTTCTACGTAACA
CCCAAGACATGATGAGTAATAAGTAATATTAAATTTAAATATAAATTAATGATAT
TTGTATTTTAAGAGTAATATCTAAAACTAGTTTATGTGATATGAAAGATATAGAA
ATCAGTGTTTGCTTTAGGATAGGATCCGAAAACCAATGCGTTGATCGCCAGCCAA
GCACGCTACAAATAGCTAAGCCAAGTCCCCGAGCTGCCAAACGACGCTACACTTG
CCAATGGCGCCACCCCTACTGCTGCTCCTCGCTTCTCTCCTCGTCGTCGCCGCGCC
GCGAGCGCTCGGGCTCGGGCTCGGCCAGTGGCAGCCCGGCCACGCGACGTTCTAC
GGCGGCGACGACGCCTCTGGCACGATGGGTACGCACGCACGCACACGTGCAATG
GGCCGCGCTGGTTTAGCTAGGATCTTGCCACTCATGGCGGCGCCGCCGCGGLTGG
CGATCTCGATGCAGGTGGCGCGTGCGGGTACGGGAACCTGTACAGCCAGGGGTA
CGGCGTGAACAACGCGGCGCTGAGCACGGCGCTGTTCAACGAAGGGCAGAGCTG
CGGCGCGTGCTTCGAGATCAAGTGCGTGAACCAGCCCGGGTGGAAGTGGTGCCA
CCCGGGGAGCCCCTCCATCCTCATCACCGCCACCAACTTTTGCCCGCCCAACTAC
GCCCTCCCCTCCGACAACGGCGGGLGGGGGGACLCCLLLeceeeececeeceeeaeaTTC
CTCCGCATCGCGCGGTACCGCGCGGGGGTCGTCCCCGTCTCCTTCCGCCGCGTGG
CGTGCGCCAGGAAGGGCGGCGTCCGGTTCACCGTCAACGGCCACGCCTACTTCAA
CCTGGTGCTGGTCACCAACGTCGGCGGCGCCGGCGACGTGCGCTCCCTCGCCGTG
AAGGCGTCCGGGTCGCGCGGLCCGCGGCCGCGGGGGACGGTGGCAGCCCATGTCC
CGCAACTGGGGACAGAACTGGCAGAGCAACGGCTACCTCAACGGCCAGGCGCTC
TCCTTCCGCGTCACCTCCGGCGACGGCCGCTCCCTCACCTGCGCCGACGTCGCGC
CCGCCGGCTGGCGGTTCGGCCAGACCTTCGAGGGCAGGCAGTTCTGAACAAAAG
AAGATCACTTTAGCCAACAGGACCATCTCATCCTTCTTCCATTCTCCATTAATGCT
TATCTTTGAGCTTAATTACACACCAAATCGGTGCTTAGTGAGGTCTAGATGCTGA
GGTTGCTGGCTGCTGCAAGAAGATGGCAAGGCATTGCACCCGCATGTCAGAGGC
AATCTGCTTTCCTAGTTCAGAGATTTGTAGTACAGGGCATGTCACTGGCATTGGC
ATGAGCAATGAGCTGATTACTTAGGTCCAGGCTCCAGAGAGTGGCTGGCCATAGC
GTGAGCCTGCCTCTCTGAAGAGTGAGCTGTCTGTACAAATGCAGTTGTTTGTTTGC
TGCTCTTAATTTCCACCTCCTGAAATCTCCTTAATCCTTACCTCAAAAAAAAAAAG
AAATCTCCTTAATTGTATTTTTGGAAATCAGTTTTCATAAACTTTTATTTTTTAAAA
AAATTCTGATATAAACCCTTATTTTATTACATAAAGTACTTTTATGTTCAATGACA
TTTGGAACATCTGTTTATCTATAGATGGCACCGGTATTGTTACAGCTGTCATCACT
AATACTTTTACAATAATTAGATGATGATAAATGAAAGTTTCATATTTATGTTTAGC
ATATAATAATCTTTGATGAGATGACATCTACTTCCGCCGTTACACAATATAAGTAT
TTTTAGACTTACCCAAATTTATATGAACGTTATTAAATATAGACATATATCAATCA
GATAAATCTAGAGATGATTAAAAAAATATCATATAAATAGAGAGAATATTTAATT
ATTTATAAAATTTTTTATAAAAAACAAATGGTCAAAAGTTAAATATGAATAGTGT
GTGGTGATAAATAAAAAGGAAC






