IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.9G650600

Gene Model: PhHAL.9G650600.1.p
Description: PhhEXPB-32

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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List of domain hits ol
Name Accession Description Interval E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 70-191 8.73e-82
] Polien_allerg_1 plam01357 Pollen allergen; This family contains allergens lol PI, PIl and PIl from Lolium perenne 199-281 5 75e-31

>PhhEXPB-32

MSLSSRAVAAALLCLLVAHGTSCSKQHKTGHKAHAAPTTPPPGTPPAATTPPPPSSTS
NSSSSSNAGDGWLNARATWYGAPNGAGPDDNGGACGFKGVNLPPFSAMTSCGNEP
LFKDGKGCGSCYQIRCLAHPACSGIPETVIITDMNYYPVAPYHLDLSGTAFGAMAKD
GRNDELRHAGIIDIQFKRVACQYPGLTVTFHIERGSNPKYLAVLVEYSNGDGDVVQV
DLMESRAEDGEPTGVWEPMRESWGSIWRMDTRRPLQGPFSLRVTNESGKTLVADQV
IPADWQPDSVYSSIVQFD*

CDS (coding sequence)
>PhhEXPB-32

ATGTCCCTGTCCTCCCGCGCCGTCGCCGCTGCGCTGCTCTGCCTGCTCGTGGCTCA
TGGCACCAGCTGCTCCAAGCAGCACAAGACCGGACACAAGGCCCACGCCGCACC
GACGACGCCGCCGCCGGGCACACCTCCTGCTGCTACGACTCCTCCGCCACCATCG
TCCACATCGAATTCCAGTTCCAGTTCCAACGCCGGCGATGGCTGGCTCAACGCCC
GGGCGACGTGGTACGGCGCCCCCAACGGCGCCGGCCCGGACGACAACGGTGGLG
CCTGCGGCTTCAAGGGTGTCAACCTGCCGCCCTTCTCCGCCATGACGTCCTGCGG
GAACGAGCCACTCTTCAAGGACGGCAAGGGATGTGGCTCCTGCTACCAGATCCGC
TGCCTTGCCCACCCTGCTTGCTCCGGCATCCCGGAGACGGTCATCATCACAGACA
TGAATTACTACCCGGTGGCGCCCTACCACTTGGACCTCAGCGGAACAGCCTTCGG
CGCCATGGCCAAGGACGGCCGCAACGACGAGCTCAGGCACGCCGGCATCATCGA
CATCCAGTTCAAGAGGGTTGCTTGCCAGTACCCTGGTCTGACTGTGACCTTCCAC
ATCGAGCGCGGCTCCAACCCCAAGTACCTGGCGGTGCTGGTGGAGTACTCCAACG
GCGACGGCGACGTGGTGCAGGTGGATCTGATGGAGTCGCGGGCGGAGGACGGCLG
AGCCGACGGGGGTGTGGGAGCCGATGCGCGAGTCCTGGGGTTCCATCTGGCGGA
TGGACACCCGGCGGCCGCTGCAGGGGCCCTTCTCGCTGCGCGTCACCAACGAGTC
CGGCAAGACGCTGGTGGCGGACCAGGTCATCCCAGCAGACTGGCAGCCGGACAG
TGTCTACAGCTCCATCGTCCAGTTTGATTGA



Nucleotide
>PhhEXPB-32

CTTTGCTATATATATAAACACATGGCTAGCTAGCATCATCGATCGACGGCATACC
GCGACCACACCAGTAGCTTGCAAGTAATCTCCATCCATCCATCATCCAAACACAC
GGCAGCCAACAAGGGCCAGGGCCAGGCCACGACACGCATCATGTCCCTGTCCTC
CCGCGCCGTCGCCGCTGCGCTGCTCTGCCTGCTCGTGGCTCATGGCACCAGCTGCT
CCAAGCAGCACAAGACCGGACACAAGGCCCACGCCGCACCGACGACGLCeaGeease
CGGGCACACCTCCTGCTGCTACGACTCCTCCGCCACCATCGTCCACATCGAATTCC
AGTTCCAGTTCCAACGCCGGCGATGGCTGGCTCAACGCCCGGGCGACGTGGTACG
GCGCCCCCAACGGCGCCGGCCCGGACGACAACGGTGGCGCCTGCGGCTTCAAGG
GTGTCAACCTGCCGCCCTTCTCCGCCATGACGTCCTGCGGGAACGAGCCACTCTT
CAAGGACGGCAAGGGATGTGGCTCCTGCTACCAGATCCGCTGCCTTGCCCACCCT
GCTTGCTCCGGCATCCCGGAGACGGTCATCATCACAGACATGAATTACTACCCGG
TGGCGCCCTACCACTTGGACCTCAGCGGAACAGCCTTCGGCGCCATGGCCAAGGA
CGGCCGCAACGACGAGCTCAGGCACGCCGGCATCATCGACATCCAGTTCAAGAG
GTTGGTACATCATATTCCTCTGCATCTGCATGTGCAGTCTGCAGCTAGGCATCAGT
TAGTTGTGGCAGTGCAGTGCAGTGGGGCGCGCGCTTACTTTCTTTGCGCGCGCAT
GCTCGATCCTTTCCTTTTGCATCGCAACATGCCATTCGATTGTTGGACTATACTAG
CTACCTTTTCTTTCATGAGCTATCCGCTTTAGCATTCAACCATTTTAATAATCTTGT
AACGGCCGCGCGCAATATAATAAGCCAAGTACTCCTACTAAAAGTAGCTAGCTA
GGCATGCCATGGGGTGGGTCCAGGGCATACAGCCATATACGTATAACATACTCCA
GTCTACAACTAACTAACTAATGAACGGGCCCAATGCAAGAAGTTTTGGCGTTTTC
TACGTACGTAGATTTTGCCACATATGCATCTCGACATAATATATATGTATATATAT
GTCTAGACGACTAATAATAATTTGGAACGGAACGAGTAACTATTATACGCTAGCT
CTTAAGTAGCATGATGCATGAACAAGTAGCATGATGCATGGATGTAGTAACATGA
ACAAGAATATAATAATGCAGGGTTGCTTGCCAGTACCCTGGTCTGACTGTGACCT
TCCACATCGAGCGCGGCTCCAACCCCAAGTACCTGGCGGTGCTGGTGGAGTACTC
CAACGGCGACGGCGACGTGGTGCAGGTGGATCTGATGGAGTCGCGGGCGGAGGA
CGGCGAGCCGACGGGGGTGTGGGAGCCGATGCGCGAGTCCTGGGGTTCCATCTG
GCGGATGGACACCCGGCGGCCGCTGCAGGGGCCCTTCTCGCTGCGCGTCACCAAC
GAGTCCGGCAAGACGCTGGTGGCGGACCAGGTCATCCCAGCAGACTGGCAGCCG
GACAGTGTCTACAGCTCCATCGTCCAGTTTGATTGATGGATCGATCGATCGACCG
ATTAGCTAGAGATTTATCATCATTCATCATCTTCATCATCATCGTCGCAGTCGCAG
CAGCCTTGCATTTTGCATCGCACTGTAGTATGCATGCTGATTATATATATATATAT
ATATATATATATATATATATATACATACATACATACACATATACATACATGTGCGT
GCGTGAGACGTCGCCTGTGACGTCCGTCCGTCCGATCGACCATTCCCTGATGGTG
GTCGATCATGCATGCATGTCCTAGTGCGTGCATTGCGATGAATATAATGTTAATT
GCTGCTTTGCGACTTTAATTAGTCACGTGTGTGCTAGCTTCTATGTATATGTTAGT
TATTAGTTGTGTACCTAATTTATTTTCTACGTACATACAGTACACTGCACAAGCCT
TTATCTGCGTGCGTGATGGGTAGCTAGCTTTTTTTTTCCTTTTTTCTTTTTTTTGCCT
TGAGGCAGAGGCAGCCCGT






