IDENTIFICATION

Species: Prunus persica

Locus: Prupe.2G274400

Gene Model: Prupe.2G274400.1.p
Description: PrpEXPB-02
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Ppersica_v2_ 1
KEGG: https://www.genome.jp/entry/gn:T03092

EXTERNAL RESOURCES
https://www.rosaceae.org/species/prunus persica/genome v2.0.al



https://phytozome-next.jgi.doe.gov/info/Ppersica_v2_1
https://www.genome.jp/entry/gn:T03092
https://www.rosaceae.org/species/prunus_persica/genome_v2.0.a1
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DOMAIN ARCHITECTURE
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Query seq,

binding site 4 AL
Specific hits Pollen_allerg_1

Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E-value
[+] DPBB_EXPB_N 2227 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 45-168 2.61e-75
[+ Pollen_allerg_1 pfam01357 Pollen allergen, This family contains allergens lol P, Pll and Pill from Lolium perenne. 176-257 1.00e-23

>PrpEXPB-02

MPTLNKLPLAGLKPLWYLITVFCYFKLCFAVNRKHLNLSTAATHWAPAGATWY GSP
DGAGSDGGSCGYGNLVSQPPFSSMITGIGPSLYKSGKECGACYQVKCTKHASCSGRP

VRVVITDFCPGGPCASEPAHFDLSGTAFGAMASPGQQEKLRDAGVLQIQFARVACDY
SGKTIAFHVDQGSNSNYFAAVIEFEEGDGDLAGVELKEASSSEGGDEWRAMQQSWG
AVWKLDAGSELHPPLSIRLTSQYSAQTLLAKDVIPVGWKPGATYRSLVNYL*

CDS (coding sequence)
>PrpEXPB-02

ATGCCCACTCTTAATAAGCTACCCTTAGCTGGTTTAAAACCCCTTTGGTACTTAAT
CACTGTATTTTGCTACTTTAAGCTGTGTTTTGCCGTTAATCGCAAGCACTTAAACT
TGTCGACCGCTGCCACCCATTGGGCCCCTGCCGGAGCTACTTGGTATGGCAGCCC
TGACGGTGCGGGAAGTGACGGCGGGTCTTGTGGGTATGGAAATTTGGTGTCACAG
CCTCCATTCTCTTCTATGATTACTGGGATAGGCCCTTCTCTGTACAAATCAGGCAA
GGAATGCGGAGCTTGTTATCAGGTAAAATGTACCAAACATGCATCTTGTTCCGGC
AGACCAGTGAGGGTGGTCATCACGGACTTTTGCCCCGGAGGACCTTGTGCATCGG
AGCCGGCACATTTCGACCTGAGTGGAACTGCATTTGGTGCCATGGCAAGTCCTGG
CCAACAAGAGAAACTACGCGATGCCGGAGTGTTACAAATTCAGTTTGCACGTGTG
GCATGTGACTATTCAGGAAAAACCATCGCATTCCACGTGGACCAGGGCTCAAACT
CAAACTATTTTGCTGCTGTGATTGAATTTGAGGAGGGAGATGGTGATCTTGCTGG
TGTTGAGTTGAAGGAGGCTTCCTCATCGGAAGGTGGTGATGAATGGCGTGCCATG
CAACAATCATGGGGTGCAGTGTGGAAACTTGATGCAGGCTCAGAATTGCATCCTC
CATTGTCAATAAGGTTGACATCTCAGTATTCAGCCCAAACTTTGCTGGCCAAAGA
TGTAATTCCAGTTGGGTGGAAACCTGGTGCCACCTATAGATCCTTGGTCAATTATC
TATGA

Nucleotide
>PrpEXPB-02

CAACTTAAGTGCACTGCACCTTAGCCATGCCCACTCTTAATAAGCTACCCTTAGCT
GGTTTAAAACCCCTTTGGTACTTAATCACTGTATTTTGCTACTTTAAGCTGTGTTTT
GCCGTTAATCGCAAGCACTTAAACTTGTCGACCGCTGCCACCCATTGGGCCCCTG



CCGGAGCTACTTGGTATGGCAGCCCTGACGGTGCGGGAAGTGACGGTAATTAATG
CATGATTAATATGTGCATGTTTAATAATTTTGTTTAAGAAATAATGATGTTGCTTA
GTTAACAAATTGTAAATGCAGGCGGGTCTTGTGGGTATGGAAATTTGGTGTCACA
GCCTCCATTCTCTTCTATGATTACTGGGATAGGCCCTTCTCTGTACAAATCAGGCA
AGGAATGCGGAGCTTGTTATCAGGTATAAAGTATTTCCTCTCCTGTCTTATTTTTT
TCTAGGTGGTAATTACACGCACCCCTTGTGATAAATTTCCCTTCTTTTTTATATTTT
TTTTAAGGCATGTACAACCACCAATATATTTCCCTTGCTAATTTGCTTACGTCACT
CTTCTATTCTTTATAATAGCTGACATTCATAAAACTTTAGTGTTTGGACGTATGTA
TAATAATATATTAATTCTCTCTAAAAATATATATATTAATTTGTCCAATTTTAATT
AACGTCAGGTAAAATGTACCAAACATGCATCTTGTTCCGGCAGACCAGTGAGGGT
GGTCATCACGGACTTTTGCCCCGGAGGACCTTGTGCATCGGAGCCGGCACATTTC
GACCTGAGTGGAACTGCATTTGGTGCCATGGCAAGTCCTGGCCAACAAGAGAAA
CTACGCGATGCCGGAGTGTTACAAATTCAGTTTGCACGGTACATGTAACCCAATT
TTACATTTGCAAAATTTGGTAGATTATTTATTATACATTTTGGACACTGATTAATT
TGTGTTAATATATATTTTTTTTCCATGGCCATTTGGCAGTGTGGCATGTGACTATT
CAGGAAAAACCATCGCATTCCACGTGGACCAGGGCTCAAACTCAAACTATTTTGC
TGCTGTGATTGAATTTGAGGAGGGAGATGGTGATCTTGCTGGTGTTGAGTTGAAG
GAGGCTTCCTCATCGGAAGGTGGTGATGAATGGCGTGCCATGCAACAATCATGGG
GTGCAGTGTGGAAACTTGATGCAGGCTCAGAATTGCATCCTCCATTGTCAATAAG
GTTGACATCTCAGTATTCAGCCCAAACTTTGCTGGCCAAAGATGTAATTCCAGTT
GGGTGGAAACCTGGTGCCACCTATAGATCCTTGGTCAATTATCTATGACCAAGTC
TCTACCCTATAATAATAAGATATATATGAGGCAGGAAATATGTATTAGAGTAGAA
TAAAACCAGGAAAATGTGACCAAATTCTGCAATTATAATTCAAAGTCCAGCTTGG
TGCACAAAGTAAATCTCCAATCGCCTACTTAATCGTGACGTCCTGTAAAGAAAAA
CAAAACGTTACAAGAATTACCAAAAGGGCATCCGTCTTGACCAAGAACTCGAGA
AATAAAATTTCAAATCTCAAGTATATGGCATCAAGGGAAAAGGGATTAGGAACA
CTCCCAGTCACTCATCTCCATTGGCCTCTGAGAA




