IDENTIFICATION
Species: Ananas comosus
Locus: Aco016635

Gene Model: Aco016635.1
Description: AncEXPA-07
Family: Alpha Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Acomosus_v3



https://phytozome-next.jgi.doe.gov/info/Acomosus_v3

EXTERNAL RESOURCES

http://pineapple.angiosperms.orag/pineapple/html/index.html#:~:text=The%20PGD%20(Pinea
pple%20Genomics%20database,genomics%20and%20CAM%20pathway%20genes..
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DOMAIN ARCHITECTURE
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Superfanilies PLN00193

List of domain hits o
Name Accession Description Interval E-value
[+ PLN00193 super family  cl33423 expansin-A; Provisional 10-264  2.09e-80
SEQUENCES
Peptide

>AncEXPA-07

KKHIHLMAFSKVLLILSTFLRMVTIAIAKQKFQASQWSLAHATFYGDESASATVGGG
YGNPFSNGYGTNTAALSSTLLNDGYGCGTCYQIRCTGSTYGGSPIIAVTATNLCPPNW
AQDSNNGGWCNPPRAHSDMSKPAFMKIAEWRAGIIPVMYRRVPCTRRGGLRFTFQG
NAYWLLVYVMNVGGGGDVGSVWVKGSNTGWISMTHNWGVSYQAFTALAGQSLSF
KITSYATRDTVVAWHVAPPDWSVGLTYDASVNFY*

CDS (coding sequence)
>AncEXPA-07

AAAAAGCATCCCTTATGGCTTTCTCAAAAGTGTTTAATTTTATCCCTTTTTAAGAA
TGGTGAATAGCCATAGCCAAGCAAAAGTTCCAAGCAAGCCAATGGTCTCTAGCCC
ATGCACTTCTGGCGGAAAGCGCCTCTGCAAGTTGGTGGAGCCTGTGGCTATGGCA
CCGTTCAGTAGGTTGGGTAATCGCAGCATTGAGCTCGTGCTCAGATGGGTGGTTG
CGGGTTGTTCAGATTCGGTGTCGGGTCGAGCGTGCTGGTGGCTCGCCAATCATCG
CAGTAGGCGAAATTTGTGTCCGCCAAATTGGGCCCAGGTCGAAATGGTGGGTGGT
GCAATCCTCCGAGGGCCCATTCCGATGTCGAAGCCGGCTTTCATGAAGATCGCAG
AGTGGAGAGCCGGAATCATTCCAGTGATGTATCGCAGGGTGCCATGCGAGGAGA
GGGGGGCTGATTTGTTCCAGGGGAGCGTATTGGCTTGGTGTGTGATGAGTAGGTG
GGGGAGGGGGTGGGGAGTGTGTGGGTGAAGGGGAGCAAGGGTGGATCTCCATGC
CATGGGGCGTCTCCTCAGGCCTTCGGCCCTCGCCGGCCAGTCCCTCTCCTTCAAGA
TCGTCCTGCCGCGCGCGTCGTTGCGTGGCGTCGCCCCCCGTGGAGCGTTGGGTTG
GTGATGCGAGCGTCATTCTTGA


http://pineapple.angiosperms.org/pineapple/html/index.html#:~:text=The%20PGD%20(Pineapple%20Genomics%20database,genomics%20and%20CAM%20pathway%20genes
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Nucleotide
>AncEXPA-07

AAAAAGCATCCCTTATGGCTTTCTCAAAAGTGTTTAATTTTATCCCTTTTTAAGAA
TGGTGAATAGCCATAGCCAAGCAAAAGTTCCAAGCAAGCCAATGGTCTCTAGCCC
ATGCACTTCTGGCGGAAAGCGCCTCTGCAAGTTGGTATTCGAAATTTTCTCTTAGT
TTCAGATTATTATTCGAATATGATATATCTATTCAATATATCTGTTCTGTCAATTAT
AATAAGTTAATTTAGTGGCTTCTTTTGTTAGGTGGAGCCTGTGGCTATGGCACCGT
TCAGTAGGTTGGGTAATCGCAGCATTGAGCTCGTGCTCAGATGGGTGGTTGCGGG
TTGTTCAGATTCGGTGTCGGGTCGAGCGTGCTGGTGGCTCGCCAATCATCGCAGT
AGGCGAAATTTGTGTCCGCCAAATTGGGCCCAGGTCGAAATGGTGGGTGGTGCA
ATCCTCCGAGGGCCCATTCCGATGTCGAAGCCGGCTTTCATGAAGATCGCAGAGT
GGAGAGCCGGAATCATTCCAGTGATGTATCGCAGGTAGTCAAAAGCACTGATTG
AAGAGAATATTAGAAGTTTTCGAATGTTTTGGGCGTCCAAAATAAGATTAAATAG
GCTTGAGTGTTTAATTGATGATTCAGAAGAACTAAGAGTTATATTATAGATAAAT
ATTTTCTTGTTAGAAAGAAATCGAGCAAAGCCAAAAGTCTCCATCAGTAATAAAA
CTCTTTATAAATATCCATTTTTCTTCTCTTTTTTTCTTTTTTCTTTTTTTCAAAAATC
TATTTTTCTCTCAATTTCAAATTGTTCGCATTCCTATCGCAAGTGGCAAAGGTTAA
TAGTTTGTATCTAAAGTCCAAGTTTGAATCCTAATTGATTAATTTCCAGCAAAATT
TATTTCTAAGGCATTTAGCCCTCCTCTTCAGGGAGGGTTCCATTAATTCCATTCTT
GTAATAATTTATTAAAAATTTTTTAAAAATAAAATATAGATTTTTAAAAAAAGTC

AGGGAGAAAAAATAAAAATATGAGTATTTAGGAGAAGTTTTTATAATTTAGCCA
ATTGATAATTGAGTTCTATAATGTAGATCATCTCTTCCAATTCCAGCAATTATGTT
TGAGTTGCTTTGATTAAGCGCTATATAGTTTTAAATAATTTTTTTTCCATTTTATTI

GAGAGGAGATTCCCCAGTATATTTCTAATGCCCAAAGCTCGTGCGAGCTCCTCCT
ATCTTTGATTAAGTATAAATAGGAATGGAATCCGCTTAAAGGCGAAATATGGATA
ATGCCTAGTTCTCCTTCCACAATATATAGTGTACGTCCCTAAAGCAAGTGGCAAA
GGGTTTAGTGGTGGATCCGAGATCCAAGTTCGAATCCTAGTTGATTCATATTTTCA
GCTAAATTTATTTCTAAATGAAATAAGAAAGGTAGCATGCTATCTATCTCTCAAA
AAAAAAAAAAAAAAAAAAAAAAAAAAACAATATATAGTGGGATTGGGTCTAAA
GTAAAGGTAGGAGGCCTTTCCAATCTATAGAGTGAAAGGGCAATCTATAGTATTT
AGCGCTTAATGATATTGAAGGGGATAATAATTATTAGTTAAAGCTTGTGTCTCGA
TATTGTAATGCCATATACAGCAAATTTGAATAAATTCAATATATTTGTTCTATAAT
AATTTTTTTTTCTCTCTCTCTCTCTCTCTCTCTATATATATATATATATATATATATA
TATAGAGTGAGGCTTATGCTATCGGAAGCGAAGCCTTCCGTTTCCAGCTCGTTTTC
GATGTTGCGATTTTCGAATCGTCAATCGGTTCCGTTAAACTTGATATTGAGTATTT
GGAGTATCTAGAAAATAAATTTTATTATTTTTCGATATTATTTGCCTAGTGATCGA
ATTGGCTCAAAATCAAAATTTCAATGGCCGTGGTGAGCCGTTTGTAAGTTTAGGT
GTAGAAATATCCAAATCATGTGAAATTTTGATAGAAAATTTTTTATTATATAAAA
AGATCAATATCTTTGATTTAAAATTTTAATGTCATATTATTATTTTGTAAGATTTTT
ATTTTCAGCCATTGATTTTGAGCCCCTTCGTTCTAGGCAAATGATATCGAAAAATA
ATCAAGTTTAAGAGCCGATCGGATTCGAAAGTCGCAATATCGAAAGAGCTAAAA
GCGTGGAAGGCTCCGTGCTTCCCATAGCATAGTAGCCTCTCTATATATATATATAT
ATAGTTTGGCTATTTTTTTTATGAATATATATAATTTTGTATTTATATTTTCGGCCG
TTAGATCTTTTGTATTTTCATCCATTAGATCATATTATTTACAATCCTATTCACCTA
TGGGCTATCATCGTATATATTCTTTCAGCCAAGTAAAAAATTTATAAGTATAAAA
AGATTTATATGTATTCGTAAGAGTATAGTAATCCTATTATATATATATATTAGCGT




ATATGATATATAAAATTAGCTATATTTAATAAAATAGTTTCATTGAAAAGTGGAT
GTTTCTTTGCCGGTGTGGTCGTTGCCCCTAATAAAGGTAATAGCCCAATTAATTAC
CAAGGCTTTTTTTTCGTCCTTCTTGTATAATTGATCCTTTGGAATCCAAGTTGCCCA
AATTGAGGTCCCATAAATATGAGTTCTATTATAAAAGAGTTCCTTTTTTTTTTCTT
AGCAGTTTTAAATTCTAATAAAAGAAATTCTACTCCTTTATTCCATTAGTTCTTTTT
TTTAAAAAAAAAATTTATCTTTTTTCTCTTATATATTGATCCCATAAAAAAAAAAA
TTTAGATCCCAGTGTCTAAAGTTTATAATCAATCAAAATAGTATGATATAAATAT
ATTATTCTATATATATATAGTATATTTATAATATATATTATATATATTAGTATTATT
ATATATAGTTGTGGGGCTGCTATTCAATAGAGATCAATTGTTGCGTGTTTTTCAGC
CTTTGGATCAATTCTTTTCATTATTTTACATTGGATTAAATTTATGTGGGCTCAATA
GGGGCCTAATTAGATGCAGCTTAATATATCTGCCTTAGATTTTTCTGTCAAATGTC
AAATTGATTGAGCAAAAGAGCCGTCTTTTGTTTAATAATATTCAGGCTAGATTAT
AATTATATATATATATATATATATATATATATATATATATATATATATATATATAT
ATATATATATATATAATTATAATGTGCCATCTCGCAGGGTGCCATGCGAGGAGAG
GGGGGCTGATTTGTTCCAGGGGAGCGTATTGGCTTGGTGTGTGATGAGTAGGTGG
GGGAGGGGGTGGGGAGTGTGTGGGTGAAGGGGAGCAAGGGTGGATCTCCATGCC
ATGGGGCGTCTCCTCAGGCCTTCGGCCCTCGCCGGCCAGTCCCTCTCCTTCAAGAT
CGTCCTGCCGCGCGCGTCGTTGCGTGGCGTCGCCCCCCGTGGAGCGTTGGGTTGG
TGATGCGAGCGTCATTCTTGA




