IDENTIFICATION

Species: Brachypodium distachyon
Locus: Bradi1g35830

Gene Model: Bradilg35830.1.p
Description: BAEXPA-02
Family: Alpha Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bdistachyon _v3 1
KEGG: https://www.genome.jp/entry/T01717

EXTERNAL RESOURCES

https://brachypodium.org/
https://archive.gramene.org/species/brachypodium/brachypodium_intro.html
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DOMAIN ARCHITECTURE

Query seq. _Ee— ey

Superfanilies PLNO0OS50

Name Accession Description Interval E-value
[+] PLN00O50 super family ¢i31535 expansin A; Provisional 55-261 7.17e-78
SEQUENCES

Peptide

>BdEXPA-02

MMGSLPLLFFLLLLLISGVRFGGSVRLGNGGYEEWRLGTATYIKESQGHPLNDGGGA
CGYGDLDIFRYGRYTTGLSSALFGRGSACGACYELRCVNNILWCLRGSPTVVVTATD
FCAPNFGLPDDFGGWCNFPREHLEMTEAAFLRVAKAKADIVQVQFRRVSCDRAGGM
RFTITGGASFLQVLITNVAADGEVIALKVKGSRTGWIPMGRNWGQNWQCNADLQRQ
PLSFEVTGKKGRTFTMYNVAPSDWMFAQTFEGKQLVE*

CDS (coding sequence)
>BdEXPA-02

ATGATGGGCTCTCTGCCCCTTCTCTTCTTCTTGCTGCTGCTGCTGATTTCTGGAGTC
AGGTTCGGCGGCAGCGTAAGGCTGGGCAATGGCGGCTACGAGGAGTGGAGGCTG
GGCACGGCGACCTACATCAAGGAGTCCCAGGGGCACCCGCTCAATGATGGTGGT
GGTGCCTGCGGATATGGGGACCTGGACATATTCAGATACGGGAGGTACACGACC
GGCCTGAGCAGCGCGCTGTTTGGGCGTGGCAGCGCCTGCGGCGCCTGCTACGAGC
TCCGGTGCGTGAACAACATCCTCTGGTGCCTGCGGGGCAGCCCGACCGTCGTCGT
GACGGCGACCGACTTCTGCGCCCCAAACTTCGGCCTCCCTGACGACTTTGGTGGC
TGGTGCAACTTCCCCAGGGAGCACCTAGAGATGACCGAGGCCGCCTTCCTCCGGEG
TTGCCAAGGCCAAGGCTGACATTGTCCAGGTGCAGTTCCGAAGGGTGAGCTGCGA
CAGAGCCGGTGGCATGCGGTTCACGATCACCGGCGGTGCCAGCTTCCTCCAGGTC
CTGATCACCAACGTGGCGGCCGACGGCGAGGTCATCGCCTTGAAAGTGAAAGGG
TCAAGAACCGGGTGGATACCAATGGGGAGGAACTGGGGGCAGAACTGGCAGTGC
AACGCCGATCTCCAGCGCCAGCCGCTTTCGTTCGAGGTCACTGGAAAGAAGGGG
AGGACCTTCACGATGTACAACGTGGCACCTTCAGATTGGATGTTCGCGCAAACAT
TTGAAGGCAAGCAGCTCGTTGAATAG

Nucleotide
>BdEXPA-02

GACTTGTAAAATTTCTGAAAAGTGTCAAGTCCCTGCCTTTGAGAAGGTGGAACCG
TGGCAGTCGGAAGAGAAGACAATTGTTCACAGGTCCTCGAAAGGAAAAGCCGCC
CGTCGCCGCGGTCCGAGCTGCTGCCACTACTGCAAATCCCAATAAAGTGAGCAGA
AAGGGCGTGGCACCAAATGCAGGCTCGCGTTATACTCCCACTGTCCTCCTCATCT



TTGACTCCCTCGCCATCCCAGTCCAAGCCAAACGCAGACCAACAAAGAACTGCTG
CCCATTCCAGGAGCCCAAGAAACTCGCTTGCCAAGAACAGCAACTACTCAAGAC
CCATCCCCCCTCCTCCCCAAGTCCTCTGCAGCCGCAAGCACTCAAACACTTCAAC
CAAGAGATTGCACTGGCCAGTGGAGTGAATCAGGTGAACAGTGATCACCTGGTA
CAGAGCAACATGATGGGCTCTCTGCCCCTTCTCTTCTTCTTGCTGCTGCTGCTGAT
TTCTGGAGTCAGGTTCGGCGGCAGCGTAAGGCTGGGCAATGGCGGCTACGAGGA
GTGGAGGCTGGGCACGGCGACCTACATCAAGGAGTCCCAGGGGCACCCGCTCAA
TGATGGTATGCGGCTATGTGATCTTATTAAGTCATTTTTCCTTGTTAATCGTCGCA
TCAAGAACGTTGGGAACGTCCGGCCTTTCTCTCTCTTTTTTGTCCCCTTCCCCCTTT
CTTTCTGCATTTTCTCTGGATGGAGTTTGGAGATGGCGAATGTTGTTTGCAAGGAT
GAATGGGAGTACATGGTGCTGTATTAGGCAGATCCGGCGTCGTTTGCTCATGTAT
TCGCTACTGAGAAAGTTGCAATAGAAAAAGATTCGCTGTTGAAACTTGTTCCCTT
TCACTTATTTAGATGGATTTTGACTCTTTTGACTGAACATTCCTTGTATATTCTGCT
GTAGATGATAGGAGTATTTTATTGTGATCTGTGAAAGGGTAGAAAAGAAAAGGG
GTATATTTAAAAATGATTGTAATGCTAATGCTATCCTTACAATCATTCCATCAATA
GTTTCTTTATGATACTTTGAGTAATCTTTTTTGAGGTGTTAGTGCACCAAATGTTG
CCTTGGTCCGGATAAACTAGTGCTGTCCTAATCAGCCGAAAGAAAAAGAAGAAC
GCCCTTTGCGTAAGTTGTGGGAATAGTAAGGACACATTGAATGCTTTGACAATCC
AATTTATGAGAGGCAAGCTAGTACAACATGAGCTCTTCTTGCTGTCACTGCCTGT
ACACTCAAGCTATGCAGTGTACCTTCACAGTCATTGCTCCATTGAAAATCTGAAA
GACTGTTTTTTTTTTTACCTTCTGATTTCCGAAGAACCATCAAAATGGACTCTGAA
TTCTGGAGATCGTATGCCCTTTTGCCTAGTTTCTTCAACGAATGCCGTTTACATCC
ACCTCTGAACCTGAATTTAGAGACACCCATATTTACATTGTGAGATCAACAATGT
AAATCCTTTCTATGTTTCATGTGACTTGGAAATGGAAATGTCTTTGTCTGATGCAA
TGGTTGTTTCAAACTCCGAATCAAAGGTGGTGGTGCCTGCGGATATGGGGACCTG
GACATATTCAGATACGGGAGGTACACGACCGGCCTGAGCAGCGCGCTGTTTGGG
CGTGGCAGCGCCTGCGGCGCCTGCTACGAGCTCCGGTGCGTGAACAACATCCTCT
GGTGCCTGCGGGGCAGCCCGACCGTCGTCGTGACGGCGACCGACTTCTGCGCCCC
AAACTTCGGCCTCCCTGACGACTTTGGTGGCTGGTGCAACTTCCCCAGGGAGCAC
CTAGAGATGACCGAGGCCGCCTTCCTCCGGGTTGCCAAGGCCAAGGCTGACATTG
TCCAGGTGCAGTTCCGAAGGTAAGCGTCACTTGCAATTTTTTTCATGTTCCTCAAT
TTGCTCAAATGGTGAAACTTCTGATATATCCTTTAGCTTATCATTGATTCTGCAAC
TTGTCGATGTGTGTGGGTTTGTGTGAAAGTACGGCACTATCATTCTTGAGCTGTGA
TGTTGTGTAGTACGGAGTAGTTTTTTTGCCTGTCTTTGCAAAAGTTGGGAATGATG
TTTGATGATGATTAGAAACGGATCATAGAATATGTAGAACATGTTGCAAGCTACT
TTGCATTGTGGGCTATTGGGTGGGAAAAGAATTATGTTGATGAGAGGGTTCTGAG
CAAAGAGCAGCTTTAATCAGTAACACTTTCTTCTTTTTGAATCTGACTCGTGTATT
TTAATCATGAGTATTTCCCAAGTTTCAGACAAATGCTATGAGTATGTCCCCACCG
GTGCATGAGTAGTAAACAACAAGTATCCTTCATACTACAATAACATATGATTAAG
TTACTGACATATATTCATTTCTGCCAAAGAAGCTATCCCACTTTCGTCAGAACCAT
GCATAAATCAGCAGAATTTCTTTGAGGATTTGAGTAGCCACTGATGATGCAGGGT
GAGCTGCGACAGAGCCGGTGGCATGCGGTTCACGATCACCGGCGGTGCCAGCTTC
CTCCAGGTCCTGATCACCAACGTGGCGGCCGACGGCGAGGTCATCGCCTTGAAAG
TGAAAGGGTCAAGAACCGGGTGGATACCAATGGGGAGGAACTGGGGGCAGAACT
GGCAGTGCAACGCCGATCTCCAGCGCCAGCCGCTTTCGTTCGAGGTCACTGGAAA
GAAGGGGAGGACCTTCACGATGTACAACGTGGCACCTTCAGATTGGATGTTCGCG
CAAACATTTGAAGGCAAGCAGCTCGTTGAATAGGTGAAAAGAGTGGTAAGCTCC




GGTGATTGTAATTAGAATTACAGGGGGGGTTTATAAATGTCGGGCTTCAATTTTG
TGACCTAAAAGAATTTAGCCTCACTGAATGGTGTTTGCTCTGCTCACCCTGTTCGG
TATAGTTATTAAATTTTACTTCCGGTTGTTTCCTGGTACTCCCTGGCCAGGACAAT
GGTTTGTGTTGCATGTTGCAAGCCGAGGTTGACCCAACGCATTCCTTGCCTAAGC
ATGAAATCGCATTTAAAACTGGAGAGCAAA



