IDENTIFICATION

Species: Kalanchoe laxiflora
Locus: Kalax.0006s0019

Gene Model: Kalax.0006s0019.1.p
Description: KIEXPA-03

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_ 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1

GENE STRUCTURE

KIEXPA-03 —
5

L 1 L | 1 1 1
tibp 20y 300bp G0t 4ibp 104K 1200bp

Legend:
CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE
Query seq. w—-—-—u—-ﬂﬁ—d

Superfanilie: PLNOOOS0O

List of domain hits

Name = Accession Desecription Interval E-value
|+] PLN00050 super family cl315. expansin A; Provisional 6-249 8.74e-135

SEQUENCES
Peptide
>KIEXPA-03

MELGPLLLSANTLLLLRHSLADYGGWQSAHATFYGGGDASGTMGGACGYGNLYSQ
GYGTDTAALSTALFNNGLSCGSCYQMKCNDDPKWCLPGTITVTATNFCPPNFALAN
DNGGWCNPPLQHFDLAEPAFLKIAQYRAGIVPVAFRRVPCVKKGGIRFTINGHSYFNL
VLITNVAGAGDVHSVSIKGSRTGWQAMSRNWGQNWQSNSYLNGQSLSFRVTASDG
RTVTSYNVAPSGWQFGQTFQGGQF*

CDS (coding sequence)
>KIEXPA-03

ATGGAACTTGGGCCTCTCCTCCTCTCCGCCATCATCACTCTCTTACTCCTCCGCCA
CTCCCTAGCTGACTACGGCGGCTGGCAGTCCGCCCACGCCACCTTTTACGGCGGC
GGCGACGCCTCCGGCACTATGGGCGGGGCTTGCGGCTATGGGAATCTGTACAGCC
AGGGATACGGCACCGACACCGCCGCTCTCAGCACCGCTCTCTTTAACAACGGCCT
TAGCTGCGGCTCCTGCTACCAAATGAAATGCAATGACGATCCCAAGTGGTGCCTC
CCCGGCACCATCACCGTCACCGCCACCAACTTCTGCCCTCCCAACTTCGCCCTCGC
CAACGACAACGGCGGCTGGTGCAACCCTCCCCTCCAGCACTTCGACCTCGCCGAG
CCCGCCTTCCTCAAAATCGCCCAGTACCGAGCCGGCATCGTCCCCGTCGCCTTCC
GCAGAGTGCCGTGCGTGAAGAAGGGTGGGATCAGGTTTACCATAAACGGACACT
CCTACTTCAATCTGGTTCTGATCACCAACGTCGCCGGAGCTGGAGACGTGCACTC
GGTGTCCATCAAGGGATCCAGGACTGGGTGGCAAGCCATGTCCAGAAACTGGGG
CCAGAACTGGCAGAGCAACTCGTACCTCAACGGGCAGAGCCTCTCCTTCAGAGTC
ACCGCCAGTGACGGAAGAACCGTCACAAGCTACAACGTGGCTCCTTCTGGTTGGC
AGTTTGGTCAAACATTCCAAGGTGGTCAGTTCTAA

Nucleotide
>KIEXPA-03

ACACAACTCTCCTCTCCTCTCATTTTCTCTCTTTCTTCCAAGCCGCTAGCTCACATG
GAACTTGGGCCTCTCCTCCTCTCCGCCATCATCACTCTCTTACTCCTCCGCCACTC
CCTAGCTGACTACGGCGGCTGGCAGTCCGCCCACGCCACCTTTTACGGCGGCGGC
GACGCCTCCGGCACTATGGGTAGGGTAACCCCCCCTTCTTTTATCACGTTCTAGAT
TTCTAATTATGATGAACAGCTGCTTACTATTAGTTATTAACACTATGTTGCTTGCT
TGATTGATCAGGCGGGGCTTGCGGCTATGGGAATCTGTACAGCCAGGGATACGGC



ACCGACACCGCCGCTCTCAGCACCGCTCTCTTTAACAACGGCCTTAGCTGCGGCT
CCTGCTACCAAATGAAATGCAATGACGATCCCAAGTGGTGCCTCCCCGGCACCAT
CACCGTCACCGCCACCAACTTCTGCCCTCCCAACTTCGCCCTCGCCAACGACAAC
GGCGGCTGGTGCAACCCTCCCCTCCAGCACTTCGACCTCGCCGAGCCCGCLCTTCC
TCAAAATCGCCCAGTACCGAGCCGGCATCGTCCCCGTCGCCTTCCGCAGGTTTGA
TTTGAACCCCAAATTACAAAATCACACTGCCGATCAATATCACGGTTGGTGGTTC
GCTTGCATTAACTGTTACGTGCTCTGCTTTTTACGCAACTTACTTAGTTCTTGAAA
CAGAGTGCCGTGCGTGAAGAAGGGTGGGATCAGGTTTACCATAAACGGACACTC
CTACTTCAATCTGGTTCTGATCACCAACGTCGCCGGAGCTGGAGACGTGCACTCG
GTGTCCATCAAGGGATCCAGGACTGGGTGGCAAGCCATGTCCAGAAACTGGGGC
CAGAACTGGCAGAGCAACTCGTACCTCAACGGGCAGAGCCTCTCCTTCAGAGTCA
CCGCCAGTGACGGAAGAACCGTCACAAGCTACAACGTGGCTCCTTCTGGTTGGCA
GTTTGGTCAAACATTCCAAGGTGGTCAGTTCTAATTTAATCACACACTACAAAAA
TTAAACAAAATTGAAATAATAAAACTTTACGTATGAAGCAATTTTTGAGGTGTGA
AAATTGATCGAGTAATATATGGAGAGGAGCCAGTGGTTTAGAAGGGTGTTGCTG
AGGTGTCAGTATGTGATTGGCGCCCGCTAAAAACATCATCATACGATGGTATTAA
TTGGCACGTAGTCTTATTGATGGATTGTTGTATTAGATTTTCAAATAAGTGACAGT
GGCATTGTGTTATTGTTTTTATTTATATGACAAAGGCTATGGATGTGGATGCTTAT
TTTCGAATTAGATTCCTTT





