IDENTIFICATION

Species: Sorghum bicolor Rio
Locus: SbRi0.01G579200

Gene Model: SbRi0.01G579200.2.p
Description: SbrEXPB-24

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
KEGG:-

EXTERNAL RESOURCES
https://www.sorghumbase.org/post/sorghum-bicolor-rio



https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
https://www.sorghumbase.org/post/sorghum-bicolor-rio

GENE STRUCTURE

ShEXPB-24
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DOMAIN ARCHITECTURE
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Query seq,

binding site
Specific hits H— Pollen_allerg 1
Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg 1 superfamily

List of domain hits d

Name Accession Description Interval E-value
[+] DPBB_EXPB_N 422275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 43167 1.31e-77
[+] Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P, Pll and Plll from Lolium perenne. 176-252 6.79e-20

SEQUENCES
Peptide
>ShrEXPB-24

MGSLSSLSCLLVAARAAAVSLLLAYCAAAAVNYNTSDAAALQWGNARATWYGQP
NGAGPYDNGGACGFKKVNQYPFMAMTSCGNQPLYRDGKGCGSCYKIRCSSSKHAA
CSGRTETVVITDMNYTPGVAPYHFDLSGTAFGKLAKPGRNDELRRAGIIDIQFTRVPC
EFPGLKVGFHVEEGSSQVYFAVLVEYENGDGDVVQVDLMEKGSSRRWTPMRHSWG
SIWRLDSNHRLQPPFSIRTRSDSGKTLVARDVIPLNWRPNTFYRSIVQYSS*

CDS (coding sequence)
>ShrEXPB-24

ATGGGGTCCCTGTCCTCGCTCTCCTGCCTGCTAGTGGCGGCAAGGGCCGLCLCGLCCG
TCTCCCTCCTGCTGGCCTATTGCGCCGCCGCCGCCGTGAACTACAACACGAGCGA
TGCCGCCGCCTTGCAGTGGGGCAACGCCAGGGCCACCTGGTACGGCCAGCCCAA
CGGTGCCGGGCCCTACGACAACGGCGGCGCTTGCGGGTTCAAGAAGGTGAACCA
GTACCCGTTCATGGCCATGACCTCGTGCGGCAACCAGCCGCTGTACCGCGACGGC
AAAGGCTGCGGTTCCTGCTACAAGATCAGGTGCTCCAGCTCCAAGCACGCCGCCT
GCTCCGGCCGCACCGAGACGGTGGTGATCACGGACATGAACTACACCCCGGGCG
TGGCGCCCTACCACTTCGACCTCAGCGGCACCGCCTTCGGCAAGCTGGCCAAGCC
CGGCCGCAACGACGAGCTCCGCCGCGCGGGGATCATCGACATCCAGTTCACCAG
GGTGCCCTGCGAGTTCCCGGGCCTCAAGGTCGGCTTCCATGTCGAGGAGGGCTCC
AGCCAGGTCTACTTCGCCGTGCTGGTCGAGTACGAGAACGGAGACGGCGACGTC
GTGCAGGTGGACCTCATGGAGAAGGGCAGCAGCCGCCGGTGGACGCCCATGLGC
CACTCCTGGGGATCCATCTGGCGCCTCGACTCCAACCACCGCCTGCAGCCGCCCT
TCTCCATCCGCACCCGAAGCGACTCCGGCAAGACGCTCGTCGCACGCGACGTCAT
CCCACTCAACTGGAGGCCAAACACATTCTACAGATCAATCGTCCAGTACTCGTCG
TGA

Nucleotide
>ShrEXPB-24

GGGTGGGGTGGGGTGGGGTGGGCAGGGAGATGCGCCGCCAAACCCCAACATGGC
AGTGGCAGTGGCAGGCATGTGTGTAGCAATGCATGCAATGCAAAAAAACAAACA



CACCACACTGCTGCATGCCATTGCCTGCCTTCCTTCCTTTAGCTAGCTTGCATTAT
ATACTGGATGGATGGATGGAGGAGGAGTATGTATTGTCTAGCTAGTACCTCGATC
GAGCCCTTGCGTTTCAATTCAATTCATCTCTCCCTTGCTTGGCAGGAGTAGGTAGT
TGGATCGGAGCAGAGCAAAGAAAGGCGGCCGGGCATAGTTTAATGGGGTCCCTG
TCCTCGCTCTCCTGCCTGCTAGTGGCGGCAAGGGCCGCCGCCGTCTCCCTCCTGCT
GGCCTATTGCGCCGCCGCCGCCGTGAACTACAACACGAGCGATGCCGCCGCCTTG
CAGTGGGGCAACGCCAGGGCCACCTGGTACGGCCAGCCCAACGGTGLLCGGGLCC
TACGACAACGGTATGTATGTATGTATGTATGTATGTATGTGTACTGTCGTATATAT
TATGATCTGTATGCGTGCATTTGTTGGTTGATCGATGGCTCACCGTCACCGGACCG
CCATGGCTGCTGCTGCTCCATATATATGCAGGCGGCGCTTGCGGGTTCAAGAAGG
TGAACCAGTACCCGTTCATGGCCATGACCTCGTGCGGCAACCAGCCGCTGTACCG
CGACGGCAAAGGCTGCGGTTCCTGCTACAAGATCAGGTGCTCCAGCTCCAAGCAC
GCCGCCTGCTCCGGCCGCACCGAGACGGTGGTGATCACGGACATGAACTACACCC
CGGGCGTGGCGCCCTACCACTTCGACCTCAGCGGCACCGCCTTCGGCAAGCTGGC
CAAGCCCGGCCGCAACGACGAGCTCCGCCGCGCGGGGATCATCGACATCCAGTT
CACCAGGGTGCCCTGCGAGTTCCCGGGCCTCAAGGTCGGCTTCCATGTCGAGGAG
GGCTCCAGCCAGGTCTACTTCGCCGTGCTGGTCGAGTACGAGAACGGAGACGGC
GACGTCGTGCAGGTGGACCTCATGGAGAAGGGCAGCAGCCGCCGGTGGACGCCC
ATGCGCCACTCCTGGGGATCCATCTGGCGCCTCGACTCCAACCACCGCCTGCAGC
CGCCCTTCTCCATCCGCACCCGAAGCGACTCCGGCAAGACGCTCGTCGCACGCGA
CGTCATCCCACTCAACTGGAGGCCAAACACATTCTACAGATCAATCGTCCAGTAC
TCGTCGTGAAACTCATCCATCCATCATTTGGCATTAATTTGCTGCTCATTCAGTTC
ATATCTCTCTCTCGAGTCTCGATCGATCGATAACTATGAGTATTGATGAGCAATA
AGCTGTATTATCTGTCTTACACATATGAATGTACATGTGTCTTCATTCCATCTTTGT
TTCAACATACATAAAAATTAATTTTGATTTGGTAAACTTGAAAACATAATATTAA
TTGTACACCCTGTTTATTTGGATTTACTAGCTAAGGTTAGTATTGCTAACTACTAC
TGTATTGTTAGCATCTACTATATACACTGTACTGCTGCTAGTAATACCTTATTAGG






