IDENTIFICATION

Species: Chenopodium quinoa
Locus: AUR62010561

Gene Model: AUR62010561
Description: CQEXPA-05
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Cquinoa_v1 0
KEGG: https://www.genome.jp/entry/T05764

EXTERNAL RESOURCES
https://www.cbrc.kaust.edu.sa/chenopodiumdb/
http://quinoa.kazusa.or.jp/index.html
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Query seq.
Superfanilies

+ Name Accession Description Interval  E-value
[+ PLND0193 super family cl33423 expansin-A; Provisional 9-246 1.14e-93
SEQUENCES

Peptide

>CUEXPA-05

MVTLSNGYASHFKPSKWKYAHATFYGDDSASETMGGACGYGNLFNNGYGTNTAAL
STILFNNGYGCGSCYQIMCVGSKWCNRGHGHSPTSITITATNLCPPNWAQDSNAGGW
CNPPRAHFDLSMPAFKKLAFWKAGIVPVQYRRVPCAKKGGIKFSFQGNNYWLLTTV
MNVGGAGDIAKMWVKGSKTGWISMSHNWGASY QAFGQLGGQCLSFKIQSYSTRETI
VAYNVVPPYWSVGMTYQAKVNFR*

CDS (coding sequence)
>CqEXPA-05

ATGGTGACATTGTCAAATGGATATGCTTCTCATTTCAAGCCAAGCAAATGGAAAT
ACGCTCATGCAACTTTTTATGGTGATGACAGTGCCTCTGAAACCATGGGAGGAGC
ATGTGGATATGGAAATTTGTTCAACAATGGGTATGGTACAAATACAGCTGCATTA
AGCACAATATTGTTCAATAATGGATATGGTTGCGGTAGTTGCTATCAAATAATGT
GTGTCGGATCAAAATGGTGCAATAGGGGTCATGGGCACAGCCCGACTTCCATTAC
TATCACTGCCACAAATCTATGCCCTCCAAACTGGGCTCAAGATAGTAACGCCGGT
GGCTGGTGTAACCCTCCTAGAGCTCATTTTGACCTCTCCATGCCTGCCTTTAAGAA
ACTTGCCTTTTGGAAGGCTGGCATCGTTCCAGTCCAATACCGGAGGGTCCCATGC
GCGAAAAAGGGAGGGATAAAATTTAGCTTCCAAGGGAACAACTACTGGTTGCTA
ACAACGGTAATGAACGTAGGTGGTGCCGGTGACATTGCCAAAATGTGGGTGAAA
GGATCTAAAACCGGATGGATTAGCATGAGCCACAATTGGGGAGCTTCATACCAA
GCTTTTGGTCAATTAGGAGGTCAATGTCTTTCTTTCAAAATCCAATCTTACTCCAC
TCGTGAGACAATTGTTGCTTACAATGTTGTCCCACCTTATTGGAGTGTAGGCATGA
CTTACCAAGCCAAAGTCAACTTCCGATGA

Nucleotide
>CqEXPA-05

ATGGTGACATTGTCAAATGGATATGCTTCTCATTTCAAGCCAAGCAAATGGAAAT
ACGCTCATGCAACTTTTTATGGTGATGACAGTGCCTCTGAAACCATGGGTAAACA
AATTAAATTATTGTTGTTTTTCTTTATTTATATAACATGCACTTCATACATAGCAC
ATAACCCCTTTATTTATTTATTTATTTATTTATTTTTTATTATGCTAATGAGATTGT
ATAATATTAACTTTATACGAGATACGAATGGTTCTTTTTATTTCCATCTTGGAGAT
TACATTTTACTTTTTGGGTCATGCAACTTTATAGTACACTCGTATACATGCAATAA




ATAGATGTGCGTGTATACATGGGCTCTCTTTTTGGGTACAAAATACAACTAATAA
TCTAATTATATGCATGATCGAGCCTAATGCTTCTCTTTGTACACACCCTAAGCTAG
CTAGTGAAGTAAGAAATCATTTTTTTACTACAATGTATGAAATATTGATTTTTTTT
TTTTCCTATTTACAGGAGGAGCATGTGGATATGGAAATTTGTTCAACAATGGGTA
TGGTACAAATACAGCTGCATTAAGCACAATATTGTTCAATAATGGATATGGTTGC
GGTAGTTGCTATCAAATAATGTGTGTCGGATCAAAATGGTGCAATAGGGGTCATG
GGCACAGCCCGACTTCCATTACTATCACTGCCACAAATCTATGCCCTCCAAACTG
GGCTCAAGATAGTAACGCCGGTGGCTGGTGTAACCCTCCTAGAGCTCATTTTGAC
CTCTCCATGCCTGCCTTTAAGAAACTTGCCTTTTGGAAGGCTGGCATCGTTCCAGT
CCAATACCGGAGGTAATAAACTATCCTTCGACAAGCTCATTAATAGTATTTTTCGT
ATATAAAGATAACAAAATTTTAATTTAAAATAGTCTTTTAAGGCTTTTTTTTTGTA
CAACTACAAGTCTGGCTTAAGTCGATAATTTGGTCAAAACTTGTTATTAATCAAT
AAAAATTAAATTTAGTTATTTTTATATTTATTGGTGACCAAGCAGGGTCCCATGCG
CGAAAAAGGGAGGGATAAAATTTAGCTTCCAAGGGAACAACTACTGGTTGCTAA
CAACGGTAATGAACGTAGGTGGTGCCGGTGACATTGCCAAAATGTGGGTGAAAG
GATCTAAAACCGGATGGATTAGCATGAGCCACAATTGGGGAGCTTCATACCAAG
CTTTTGGTCAATTAGGAGGTCAATGTCTTTCTTTCAAAATCCAATCTTACTCCACT
CGTGAGACAATTGTTGCTTACAATGTTGTCCCACCTTATTGGAGTGTAGGCATGA
CTTACCAAGCCAAAGTCAACTTCCGATGA




