IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin07G434100

Gene Model: Misin07G434100.1.p
Description: McsEXPB-41
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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DOMAIN ARCHITECTURE
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Query seq.

binding site 4 1)
specific hits [ Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-1ike superfamily Pollen_allerg_1 superfamily

List of domain hits o
Name Accession Description Interval E-value
[+ DPBB_EXPB_N €d22275 N-terminal double-psi beta-barre! fold domain of the beta-expansin subfamily; Beta-expansins 63-186 5.39e-76
[+] Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P1, Pll and Pl from Lolium perenne. 194-272 1.03e-30

>McsEXPB-41

MAKSCTLLFGALVVLALLVSPIACSRKLAKPNKPKPTHKPVVRPRSNFTGTPSVSDAY
GSGGWLSAGATYYGAPNGDGSDGGACGYQTAVGQRPFSSMIAAGSPSLFKGGKGC
GACYEVKCDSNAACSGQPATVVITDECPGGVCLAEAAHFDMSGTSMGAMAKPGMA
DRLRAAGILKIQYKRVPCKYSSVNIAFRVDQGSNPFYFEVLVEFEDGDGDLSAVDLM
EAGCGTWTPMVQNWGALWRYNSNTGKALKAPFSLRLTSDSGKVLVANNVIPAGWN
PGATYRSLVNYS*

CDS (coding sequence)
>McsEXPB-41

ATGGCGAAATCTTGCACCTTACTGTTCGGCGCACTGGTCGTGCTCGCGCTTCTAGT
GAGCCCCATTGCTTGCTCCCGCAAGCTCGCCAAGCCGAACAAGCCCAAGCCGACC
CACAAGCCGGTGGTCAGGCCCCGCAGCAACTTCACCGGTACCCCGTCAGTGTCCG
ACGCCTACGGTTCCGGTGGCTGGCTGTCTGCCGGCGCGACGTACTACGGCGLCCCC
AAACGGCGACGGCAGCGACGGCGGTGCGTGCGGATACCAGACCGCCGTCGGGCA
GCGCCCCTTCTCGTCGATGATTGCCGCCGGGAGCCCGTCTCTGTTCAAGGGAGGC
AAGGGCTGCGGCGCCTGCTACGAGGTTAAATGCGACAGCAACGCGGCATGCTCC
GGGCAGCCGGCCACCGTGGTCATCACCGACGAGTGCCCCGGCGGTGTCTGCCTCG
CGGAGGCGGCTCACTTCGACATGAGCGGCACTTCCATGGGCGCCATGGCGAAGC
CTGGCATGGCCGACAGGCTTCGCGCCGCCGGCATCCTTAAGATCCAGTACAAGAG
GGTGCCGTGCAAGTACAGCAGCGTGAACATCGCCTTCCGGGTGGACCAGGGCTCC
AACCCGTTCTACTTCGAGGTGCTGGTCGAGTTCGAGGACGGCGACGGCGACCTCA
GCGCCGTCGACCTGATGGAGGCCGGGTGCGGCACCTGGACCCCGATGGTGCAGA
ACTGGGGCGCGCTATGGCGCTACAACTCCAACACCGGCAAGGCGCTCAAGGCGC
CTTTCTCGCTCCGGCTCACCTCCGACTCCGGCAAGGTGCTTGTCGCCAACAACGTC
ATCCCCGCCGGCTGGAACCCCGGCGCCACGTACCGCTCCTTGGTCAACTACTCCT
AA

Nucleotide

>McsEXPB-41



CCAAACGAACACTCGAGCTAAGCTCAGCCTCACACAGCTGACAGAGTGTTAGCTT
AGAAGAAGCAGCAGCTTACAGCTTAGCAAACAGCTGCGGCAGCAGCAATGGCGA
AATCTTGCACCTTACTGTTCGGCGCACTGGTCGTGCTCGCGCTTCTAGTGAGCCCC
ATTGCTTGCTCCCGCAAGCTCGCCAAGCCGAACAAGCCCAAGCCGACCCACAAGC
CGGTGGTCAGGCCCCGCAGCAACTTCACCGGTACCCCGTCAGTGTCCGACGCCTA
CGGTTCCGGTGGCTGGCTGTCTGCCGGCGCGACGTACTACGGCGCCCCAAACGGC
GACGGCAGCGACGGTTAGTGCGGTCGCTTTTACTACCTCACTGTCTAGTACTCTG
GCCGTTAGCGTGCACATTGCACTGCACGGCATCCTGGTGTGCCGGCGCTGCACTG
ACCGAGCTCTAACTGACATGGTGTTTGGATGAAAACGCACATGCAGGCGGTGCGT
GCGGATACCAGACCGCCGTCGGGCAGCGCCCCTTCTCGTCGATGATTGCCGCCGG
GAGCCCGTCTCTGTTCAAGGGAGGCAAGGGCTGCGGCGCCTGCTACGAGGTCAGT
CAGCCACAACGCATTGCCACAGAGTTCGTGTGGTCACACACCTCACGGACTAGCT
AGCAAAGTGTGCCTCCATTAATGGTGTAGACTGTAGAGTGGTCGGCGCTGGGTCT
AACTGAATGTGTGCGTGTGCCGCGCGTAACGCCGCAGGTTAAATGCGACAGCAA
CGCGGCATGCTCCGGGCAGCCGGCCACCGTGGTCATCACCGACGAGTGLCLCCCGGC
GGTGTCTGCCTCGCGGAGGCGGCTCACTTCGACATGAGCGGCACTTCCATGGGCG
CCATGGCGAAGCCTGGCATGGCCGACAGGCTTCGCGCCGCCGGCATCCTTAAGAT
CCAGTACAAGAGGTATATATGCGCTAGTGGTTAGTTACTGAAAAGTTCAGAGCTT
TGTTCAGTCAAAACTCAAAAGGTGTGTCTTAATCTCGGTGGTAAAAACTCTGTCG
TCCGTCGCAGGGTGCCGTGCAAGTACAGCAGCGTGAACATCGCCTTCCGGGTGGA
CCAGGGCTCCAACCCGTTCTACTTCGAGGTGCTGGTCGAGTTCGAGGACGGCGAC
GGCGACCTCAGCGCCGTCGACCTGATGGAGGCCGGGTGCGGCACCTGGACCCCG
ATGGTGCAGAACTGGGGCGCGCTATGGCGCTACAACTCCAACACCGGCAAGGCG
CTCAAGGCGCCTTTCTCGCTCCGGCTCACCTCCGACTCCGGCAAGGTGCTTGTCGC
CAACAACGTCATCCCCGCCGGCTGGAACCCCGGCGCCACGTACCGCTCCTTGGTC
AACTACTCCTAACTGAACCGCGGCGGCGGTTCTTCAATCTTCCACCCCCACTGCG
CTTGGCCGGATTATATGCGTGGCCAAGAAGTGCTTTCTGAGAAATGTCTGTCCGG
GTGTTTGCGAGAGGCGGTGTCAGAAGAGGAGGAGAAGAAGCAGCCTGTTCTTCA
CTCCCTCCACGGTCTCTGCAGTCACCTAGTGATGTGTGTAGTCGTCGTGTCGATTT
CTCTGTATTTTTTTTTCGTTGTTTCTTTTTCGTGTGCTGGCTGAGGAGAGGAGCTTG
AGCTGCGACTAAGGTTGCTAGCTGGGTGTTGTATCAAGCTGTGTGTGTGTTTTTTG
TACCACGCAATCCTTTCAGAGAATTAATTCCTGCTTGCTTGTTTTACCATGAGTGC
ACTCC





