
IDENTIFICATION 

Species: Miscanthus sinensis 

Locus: Misin07G434100 

Gene Model: Misin07G434100.1.p 

Description: McsEXPB-41 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1  

KEGG:- 

EXTERNAL RESOURCES 

https://grass-genome-hub.southgreen.fr/Genomeassembly/47213  

https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>McsEXPB-41 

MAKSCTLLFGALVVLALLVSPIACSRKLAKPNKPKPTHKPVVRPRSNFTGTPSVSDAY

GSGGWLSAGATYYGAPNGDGSDGGACGYQTAVGQRPFSSMIAAGSPSLFKGGKGC

GACYEVKCDSNAACSGQPATVVITDECPGGVCLAEAAHFDMSGTSMGAMAKPGMA

DRLRAAGILKIQYKRVPCKYSSVNIAFRVDQGSNPFYFEVLVEFEDGDGDLSAVDLM

EAGCGTWTPMVQNWGALWRYNSNTGKALKAPFSLRLTSDSGKVLVANNVIPAGWN

PGATYRSLVNYS* 

CDS (coding sequence) 

>McsEXPB-41 

ATGGCGAAATCTTGCACCTTACTGTTCGGCGCACTGGTCGTGCTCGCGCTTCTAGT

GAGCCCCATTGCTTGCTCCCGCAAGCTCGCCAAGCCGAACAAGCCCAAGCCGACC

CACAAGCCGGTGGTCAGGCCCCGCAGCAACTTCACCGGTACCCCGTCAGTGTCCG

ACGCCTACGGTTCCGGTGGCTGGCTGTCTGCCGGCGCGACGTACTACGGCGCCCC

AAACGGCGACGGCAGCGACGGCGGTGCGTGCGGATACCAGACCGCCGTCGGGCA

GCGCCCCTTCTCGTCGATGATTGCCGCCGGGAGCCCGTCTCTGTTCAAGGGAGGC

AAGGGCTGCGGCGCCTGCTACGAGGTTAAATGCGACAGCAACGCGGCATGCTCC

GGGCAGCCGGCCACCGTGGTCATCACCGACGAGTGCCCCGGCGGTGTCTGCCTCG

CGGAGGCGGCTCACTTCGACATGAGCGGCACTTCCATGGGCGCCATGGCGAAGC

CTGGCATGGCCGACAGGCTTCGCGCCGCCGGCATCCTTAAGATCCAGTACAAGAG

GGTGCCGTGCAAGTACAGCAGCGTGAACATCGCCTTCCGGGTGGACCAGGGCTCC

AACCCGTTCTACTTCGAGGTGCTGGTCGAGTTCGAGGACGGCGACGGCGACCTCA

GCGCCGTCGACCTGATGGAGGCCGGGTGCGGCACCTGGACCCCGATGGTGCAGA

ACTGGGGCGCGCTATGGCGCTACAACTCCAACACCGGCAAGGCGCTCAAGGCGC

CTTTCTCGCTCCGGCTCACCTCCGACTCCGGCAAGGTGCTTGTCGCCAACAACGTC

ATCCCCGCCGGCTGGAACCCCGGCGCCACGTACCGCTCCTTGGTCAACTACTCCT

AA 

Nucleotide 

>McsEXPB-41 



CCAAACGAACACTCGAGCTAAGCTCAGCCTCACACAGCTGACAGAGTGTTAGCTT

AGAAGAAGCAGCAGCTTACAGCTTAGCAAACAGCTGCGGCAGCAGCAATGGCGA

AATCTTGCACCTTACTGTTCGGCGCACTGGTCGTGCTCGCGCTTCTAGTGAGCCCC

ATTGCTTGCTCCCGCAAGCTCGCCAAGCCGAACAAGCCCAAGCCGACCCACAAGC

CGGTGGTCAGGCCCCGCAGCAACTTCACCGGTACCCCGTCAGTGTCCGACGCCTA

CGGTTCCGGTGGCTGGCTGTCTGCCGGCGCGACGTACTACGGCGCCCCAAACGGC

GACGGCAGCGACGGTTAGTGCGGTCGCTTTTACTACCTCACTGTCTAGTACTCTG

GCCGTTAGCGTGCACATTGCACTGCACGGCATCCTGGTGTGCCGGCGCTGCACTG

ACCGAGCTCTAACTGACATGGTGTTTGGATGAAAACGCACATGCAGGCGGTGCGT

GCGGATACCAGACCGCCGTCGGGCAGCGCCCCTTCTCGTCGATGATTGCCGCCGG

GAGCCCGTCTCTGTTCAAGGGAGGCAAGGGCTGCGGCGCCTGCTACGAGGTCAGT

CAGCCACAACGCATTGCCACAGAGTTCGTGTGGTCACACACCTCACGGACTAGCT

AGCAAAGTGTGCCTCCATTAATGGTGTAGACTGTAGAGTGGTCGGCGCTGGGTCT

AACTGAATGTGTGCGTGTGCCGCGCGTAACGCCGCAGGTTAAATGCGACAGCAA

CGCGGCATGCTCCGGGCAGCCGGCCACCGTGGTCATCACCGACGAGTGCCCCGGC

GGTGTCTGCCTCGCGGAGGCGGCTCACTTCGACATGAGCGGCACTTCCATGGGCG

CCATGGCGAAGCCTGGCATGGCCGACAGGCTTCGCGCCGCCGGCATCCTTAAGAT

CCAGTACAAGAGGTATATATGCGCTAGTGGTTAGTTACTGAAAAGTTCAGAGCTT

TGTTCAGTCAAAACTCAAAAGGTGTGTCTTAATCTCGGTGGTAAAAACTCTGTCG

TCCGTCGCAGGGTGCCGTGCAAGTACAGCAGCGTGAACATCGCCTTCCGGGTGGA

CCAGGGCTCCAACCCGTTCTACTTCGAGGTGCTGGTCGAGTTCGAGGACGGCGAC

GGCGACCTCAGCGCCGTCGACCTGATGGAGGCCGGGTGCGGCACCTGGACCCCG

ATGGTGCAGAACTGGGGCGCGCTATGGCGCTACAACTCCAACACCGGCAAGGCG

CTCAAGGCGCCTTTCTCGCTCCGGCTCACCTCCGACTCCGGCAAGGTGCTTGTCGC

CAACAACGTCATCCCCGCCGGCTGGAACCCCGGCGCCACGTACCGCTCCTTGGTC

AACTACTCCTAACTGAACCGCGGCGGCGGTTCTTCAATCTTCCACCCCCACTGCG

CTTGGCCGGATTATATGCGTGGCCAAGAAGTGCTTTCTGAGAAATGTCTGTCCGG

GTGTTTGCGAGAGGCGGTGTCAGAAGAGGAGGAGAAGAAGCAGCCTGTTCTTCA

CTCCCTCCACGGTCTCTGCAGTCACCTAGTGATGTGTGTAGTCGTCGTGTCGATTT

CTCTGTATTTTTTTTTCGTTGTTTCTTTTTCGTGTGCTGGCTGAGGAGAGGAGCTTG

AGCTGCGACTAAGGTTGCTAGCTGGGTGTTGTATCAAGCTGTGTGTGTGTTTTTTG

TACCACGCAATCCTTTCAGAGAATTAATTCCTGCTTGCTTGTTTTACCATGAGTGC

ACTCC 




