IDENTIFICATION

Species: Oryza sativa

Locus: LOC_0s02¢g51040

Gene Model: LOC_0s02¢51040.1
Description: OstEXPA-11
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0
KEGG: https://www.genome.jp/entry/T01015

EXTERNAL RESOURCES
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Query seq.
Superfanilies PLNOOOSO

+ Name Accession Description Interval E-value
[+] PLNO0Q50 super family 31535 expansin A, Provisional 61-290 1.65¢-123
SEQUENCES

Peptide

>0OstEXPA-11

MSSRRDVLAVVLVAALLPPALSRGLWLGHHGLGHGHGRWRAPHVGGHGQGQGPQ
QHAPLGGGGWSSAHATFYGGGDASGTMGGACGYGNLYSQGYGTNTAALSTALFNN
GLSCGACFEVRCDAGGGGSHSCLPGSVVVTATNFCPPNNALPSDDGGWCNPPRAHF
DMSQPVFQRIALFKAGIVPVSYRRVACQKKGGIRFTINGHSYFNLVLVTNVGGAGDV
HAVAVKSERSAAWQALSRNWGQNWQSAALLDGQALSFRVTTGDGRSVVSNNAVP
RGWSFGQTFSGAQFN*

CDS (coding sequence)
>0OstEXPA-11

ATGTCGTCCCGCCGAGACGTCCTCGCTGTTGTCCTCGTGGCCGCGCTGCTCCCGCC
GGCGTTGTCCCGTGGGCTTTGGCTGGGGCACCACGGGCTGGGGCACGGGCACGG
GCGATGGCGCGCGCCGCATGTCGGCGGACACGGCCAGGGACAGGGGCCGCAGCA
GCACGCGCCGCTCGGCGGCGGCGGGTGGTCGTCGGCGCACGCCACGTTCTACGGC
GGGGGTGACGCGTCGGGCACCATGGGAGGGGCGTGCGGGTACGGGAACCTCTAC
AGCCAGGGGTACGGGACGAACACGGCGGCGCTGAGCACGGCGCTGTTCAACAAC
GGCCTCAGCTGCGGCGCGTGCTTCGAGGTGCGCTGCGACGCCGGLCGGLCGGLGGE
AGCCACTCGTGCCTGCCCGGCTCGGTCGTCGTCACGGCCACCAACTTCTGCCCGC
CGAACAACGCGCTCCCGTCCGACGACGGCGGCTGGTGCAACCCTCCGLGLGLGL
ACTTCGACATGTCCCAGCCCGTCTTCCAGCGCATCGCTCTCTTCAAGGCCGGCATT
GTCCCCGTCTCCTACCGCCGGGTGGCTTGCCAGAAGAAGGGCGGGATCCGGTTCA
CCATCAACGGGCACTCCTACTTCAACCTGGTGCTGGTGACCAACGTGGGLCGGLGC
CGGCGACGTGCACGCGGTGGCCGTGAAGTCGGAGCGCTCGGCGGCGTGGCAGGC
CCTGTCGCGCAACTGGGGCCAGAACTGGCAGAGCGCCGCGCTCCTCGACGGTCA
GGCGCTCTCCTTCCGCGTCACCACCGGCGACGGCCGCTCCGTCGTCTCCAACAAC
GCCGTCCCCCGTGGCTGGTCCTTCGGCCAGACCTTCAGCGGGGCCCAGTTCAACT
GA

Nucleotide
>OstEXPA-11

ACTCCACACTCCACGCCTCCGCCCGCTCTCGTCGCAGCGCACCCCGTCGLCGTGCG
ACGACTCCATCCCCGTCACAACAATGTCGTCCCGCCGAGACGTCCTCGCTGTTGT



CCTCGTGGCCGCGCTGCTCCCGCCGGCGTTGTCCCGTGGGCTTTGGCTGGGGCAC
CACGGGCTGGGGCACGGGCACGGGCGATGGCGCGCGCCGCATGTCGGCGGACAC
GGCCAGGGACAGGGGCCGCAGCAGCACGCGCCGLCTCGGCGGLGGCGGGTGGTCG
TCGGCGCACGCCACGTTCTACGGCGGGGGTGACGCGTCGGGCACCATGGGTACGT
TTTTTTCTCGCTGTGCACTGTGCTGAAATGTTGTTACATCTGCGTGTTGTGCTCACT
GTTTTGCGTGTGCGTTTTTGGTCGCGTGCAGGAGGGGCGTGCGGGTACGGGAACC
TCTACAGCCAGGGGTACGGGACGAACACGGCGGCGCTGAGCACGGCGCTGTTCA
ACAACGGCCTCAGCTGCGGCGCGTGCTTCGAGGTGCGCTGCGACGCCGGLCGGCG
GCGGGAGCCACTCGTGCCTGCCCGGCTCGGTCGTCGTCACGGCCACCAACTTCTG
CCCGCCGAACAACGCGCTCCCGTCCGACGACGGCGGCTGGTGCAACCCTCCGLGC
GCGCACTTCGACATGTCCCAGCCCGTCTTCCAGCGCATCGCTCTCTTCAAGGCCG
GCATTGTCCCCGTCTCCTACCGCCGGTGAGTAGCCAACGCCGGCAATTTCTTGCCT
TCGCGTTTCGCTTTCTTGGATCTACCGGAACTTACTGACCATGGCGTGCGTGCTCT
CGAGTGCAGGGTGGCTTGCCAGAAGAAGGGCGGGATCCGGTTCACCATCAACGG
GCACTCCTACTTCAACCTGGTGCTGGTGACCAACGTGGGCGGCGCCGGCGACGTG
CACGCGGTGGCCGTGAAGTCGGAGCGCTCGGCGGCGTGGCAGGCCCTGTCGLCGC
AACTGGGGCCAGAACTGGCAGAGCGCCGCGCTCCTCGACGGTCAGGCGCTCTCCT
TCCGCGTCACCACCGGCGACGGCCGCTCCGTCGTCTCCAACAACGLCLCGTLCCCCCG
TGGCTGGTCCTTCGGCCAGACCTTCAGCGGGGCCCAGTTCAACTGATTCCGCTCA
ATTTTACTCGAGCATCGTCGTGGTAGTTGCAGTAGTACTCCCAACTGGACCGTGCT
GGGAAGTGCCATTGTTTTATGATTGGTACTCAGTCTCGCCTTGGTTCTTGGGAAAG
TATTTAGTGGGTAGTTTGGCCTAGTATCAACATGGGCTTTGTGCTGGTGTCACTGC
TAGTGGTAGTTTGTTACAAGTACCATTAGTTGAGCTTTTGTGGTATCTTTTGGCTA
GGGATTGGAAGTGGTGGTAAGGCTGTGGCTTGATTGACAGAGGCCGCCTTGTATC
ACCCGCCAAAATAGCAAAATTGGGCCTAATGGGAATGGCCTTCTGCTAGTAATGG
TTTTGCCTGGTTGTTGTCTGTACCGGACCCCAGTACCGGACCTCATTTTGGGGGTG
CCAAACAGTTTAGGCATCTGGGGTATGCCCTGTGTGCTGCTTATGAACAATTTCTT
TTTACTCGTGCTTCTCTTATGCGGGAGTATTAATGCATTTGAATTCAATCCACCGT
ATCACAA





