
IDENTIFICATION 

Species: Brachypodium stacei 

Locus: Brast02G006900 

Gene Model: Brast02G006900.1.p 

Description: BstEXPB-03 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstacei_v1_1  

EXTERNAL RESOURCES 

https://brachypodium.org/  

 

https://phytozome-next.jgi.doe.gov/info/Bstacei_v1_1
https://brachypodium.org/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BstEXPB-03 

MASSSSTTTLLLAAAILATLAISAHGIPKVPPGPNITATYGDKWLDAKSTWYGKPTGA

GPKDNGGACGYKDVDKPPFNGMTSCGNTPIFRDGRGCGSCFEIKCTKPDACSGEPVL

VHITDDNEEPIAAYHFDLSGHAFGSMAKKGKEQDLRSAGEVEIQFRRVKCKYPDGTK

VTFHVEKGSSPNYLAILVKYVGGDGDVVSVDVKEKGKDEWVPLKESWGAVWRLDT

AKPLKGPLTIRYETDGGIKAEAEDVLPEDWKPDTMYEAK* 

CDS (coding sequence) 

>BstEXPB-03 

ATGGCTTCTTCTTCCTCGACGACGACGCTGCTCCTGGCAGCGGCGATCCTGGCGA

CCCTGGCGATCTCGGCCCACGGCATCCCAAAGGTGCCCCCAGGCCCCAACATCAC

GGCCACCTACGGCGACAAGTGGCTGGACGCCAAGAGCACCTGGTACGGCAAGCC

CACAGGCGCCGGCCCCAAGGACAACGGCGGCGCCTGCGGCTACAAGGACGTCGA

CAAGCCGCCCTTCAACGGCATGACGTCCTGCGGCAACACGCCCATCTTCCGCGAC

GGGCGCGGCTGCGGCTCCTGCTTCGAGATCAAGTGCACAAAGCCCGACGCCTGCT

CCGGGGAGCCCGTCCTCGTCCACATCACCGACGACAACGAGGAGCCCATCGCCG

CCTACCACTTCGACCTCTCCGGCCACGCCTTCGGCTCCATGGCCAAGAAGGGCAA

GGAGCAGGACCTCCGCAGCGCCGGGGAAGTGGAGATCCAGTTCAGAAGGGTCAA

GTGCAAGTACCCTGACGGCACCAAGGTGACATTCCATGTCGAGAAGGGGTCTAG

CCCCAATTACTTGGCCATTCTCGTCAAGTATGTGGGTGGCGATGGGGATGTGGTG

TCCGTTGATGTCAAGGAGAAGGGCAAGGATGAGTGGGTACCGCTCAAGGAGTCG

TGGGGAGCTGTGTGGAGGCTTGATACCGCCAAGCCGCTCAAGGGCCCGCTTACTA

TTAGGTACGAGACTGACGGTGGCATCAAGGCTGAGGCTGAAGATGTCCTCCCTGA

AGACTGGAAGCCTGACACCATGTATGAGGCCAAGTGA 

Nucleotide 

>BstEXPB-03 

CGTTAATTCAGCAACAAAGACAGAGAAAGCAACTCAAACGACGAGCGTCCAAGA

TATGGCTTCTTCTTCCTCGACGACGACGCTGCTCCTGGCAGCGGCGATCCTGGCG

ACCCTGGCGATCTCGGCCCACGGCATCCCAAAGGTGCCCCCAGGCCCCAACATCA



CGGCCACCTACGGCGACAAGTGGCTGGACGCCAAGAGCACCTGGTACGGCAAGC

CCACAGGCGCCGGCCCCAAGGACAACGGCGGCGCCTGCGGCTACAAGGACGTCG

ACAAGCCGCCCTTCAACGGCATGACGTCCTGCGGCAACACGCCCATCTTCCGCGA

CGGGCGCGGCTGCGGCTCCTGCTTCGAGATCAAGTGCACAAAGCCCGACGCCTGC

TCCGGGGAGCCCGTCCTCGTCCACATCACCGACGACAACGAGGAGCCCATCGCCG

CCTACCACTTCGACCTCTCCGGCCACGCCTTCGGCTCCATGGCCAAGAAGGGCAA

GGAGCAGGACCTCCGCAGCGCCGGGGAAGTGGAGATCCAGTTCAGAAGGGTCAA

GTGCAAGTACCCTGACGGCACCAAGGTGACATTCCATGTCGAGAAGGGGTCTAG

CCCCAATTACTTGGCCATTCTCGTCAAGTATGTGGGTGGCGATGGGGATGTGGTG

TCCGTTGATGTCAAGGAGAAGGGCAAGGATGAGTGGGTACCGCTCAAGGAGTCG

TGGGGAGCTGTGTGGAGGCTTGATACCGCCAAGCCGCTCAAGGGCCCGCTTACTA

TTAGGTACGAGACTGACGGTGGCATCAAGGCTGAGGCTGAAGATGTCCTCCCTGA

AGACTGGAAGCCTGACACCATGTATGAGGCCAAGTGATCATATGTTCTTCGTCAC

CTTCAGACCTATGCAGGCTACCATGCATGCTTCTACTCCTGCCATGGCCTGCAACG

GGGCCGAGAATAATTGTCGAGATCTGCAGTGAGGCCAATTCTGCATAAGTTTATA

GTATATATGCCGGAGGCAGGCAACCAAGGAGTTGTTTGTACTTGGTTTGCTCTCC

GGCCAGATCACTCTCGGTCTCGACAGCCTTGTTTATTTGTTACTCAAGCTTGTCCA

TGAGATTATCAA 


