
IDENTIFICATION 

Species: Miscanthus sinensis 

Locus: Misin01G134900 

Gene Model: Misin01G134900.1.p 

Description: McsEXPB-02 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1  

KEGG:- 

EXTERNAL RESOURCES 

https://grass-genome-hub.southgreen.fr/Genomeassembly/47213  

https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>McsEXPB-02 

MASSSSKQEDGFTEHGGPQVRHSGRVCCMASTLQLLFSIAITTLAFFLHPCASTEFRRE

LYGWSNGIATWYGAADGAGTDGGACGYQNAVDQPPFSSMIAAGCSSIYDSGKGCGS

CYQVVCTGNEACSGNPVTVVITDECPDCPCPDEQVHLDMSGTAFGALAKPGQESQL

RGAGAIEIQYTRVQCEWPGVDVTFSVESGSNPNYLAVLIEYEDSDSDLYSVDIMQQG

QGGTGQWVPMQQSWGAVWKINSGSVLQGPFNIRLTFNSGRVLVASNTIPAGWNAG

VAYRSGGVAVTRARPRSSGCRGYEAAGTLHLFLLSVVLLML* 

CDS (coding sequence) 

>McsEXPB-02 

ATGGCATCATCATCCAGCAAACAGGAAGACGGATTCACAGAGCACGGTGGTCCC

CAAGTCCGGCACTCCGGCAGGGTATGTTGTATGGCTTCCACGCTCCAGCTGTTGTT

TTCCATTGCCATCACAACTTTGGCCTTTTTCCTCCACCCATGTGCATCCACTGAGT

TCCGCCGTGAGCTCTATGGTTGGTCCAATGGCATCGCTACATGGTATGGCGCAGC

TGATGGTGCCGGAACTGACGGTGGCGCTTGTGGATACCAGAATGCTGTGGACCAG

CCACCCTTCTCATCCATGATTGCCGCTGGCTGCTCTTCCATCTACGACTCTGGCAA

GGGGTGTGGCTCTTGCTACCAGGTTGTATGCACTGGCAATGAGGCTTGCTCTGGT

AACCCGGTGACTGTCGTCATCACCGACGAGTGCCCTGATTGCCCGTGTCCGGATG

AACAGGTCCACTTGGACATGAGCGGGACAGCGTTTGGTGCCTTGGCGAAGCCCG

GGCAGGAGAGCCAGCTGCGTGGCGCCGGCGCCATCGAAATCCAGTATACCCGGG

TGCAGTGCGAGTGGCCTGGCGTGGACGTAACCTTCTCGGTGGAGTCGGGCTCCAA

CCCGAACTACCTGGCCGTGCTGATCGAGTACGAGGACAGCGACAGCGACCTCTAC

TCCGTGGACATCATGCAGCAGGGTCAGGGAGGGACGGGGCAGTGGGTGCCGATG

CAGCAGTCGTGGGGCGCCGTGTGGAAGATCAACTCCGGCTCCGTCCTCCAGGGCC

CCTTCAACATCCGCCTGACCTTCAACTCTGGCAGGGTGCTCGTCGCCAGCAACAC

CATCCCTGCGGGGTGGAACGCCGGCGTCGCGTACCGGTCCGGCGGCGTGGCTGTA

ACGAGGGCCAGGCCCAGGAGCAGTGGCTGCCGGGGCTACGAGGCTGCCGGAACA

CTGCACCTTTTCTTGTTGTCAGTGGTATTATTGATGCTGTGA 

 

 



Nucleotide 

>McsEXPB-02 

CTGAGCTTAGCTGCCGTGTAAACTTAGACACGACGTAGTAGAATCGATGCCATTT

GTTCTTCCACAGTAGTCTCTCTTGGCTATGCTCTTCTTCGTTTCTTCGCTCCAATTC

TCCCTCTCAATTCGAGTGGTGACGTGGCCGCCACGTGGGGATAGCTGATAATTGA

CTGACAGTGATGGCATCATCATCCAGCAAACGTGAGTCGCTTTCGACGCCATCTC

TGAATTTTTTTCCAACAACAGCGAGCATAAACCCCGCTTCCTTCTCTCCAATCTCC

GGTGCCCGCTCCGCCTCCACGAGCCGCGGCAGCAGCGACCACCGCCTGTATTCCA

CGACGTTAGCAGCTAGCTTCTCCATTCCTCGGTCAGAACCCAACCCCCTAGTGCCT

AACCCCAGCCCAGCCCCAACTTCGACGGCCGGCCGCCTCGTCGCTGCAAGCACCG

CGTCTCCGGGCGGCTGGGGAGCCCGCAGGCCCAGGTGCGCTTAGTGCCGCTCGAG

GCTCGCCGTTTGCTGGATTCGTGCTGCGCTTTGCCGGCATTGTGCCGTCTGCTGTT

GTATGCTCTGTGTAGTTGACTCGTTTGGTGAGCAGAGGAAGACGGATTCACAGAG

CACGGTGGTCCCCAAGTCCGGCACTCCGGCAGGTAAGAACCCTCAGCTGTCGCCT

TATTGGTAGCTTTGTTCAGAGTTGTAACGAAAATTGACGCTTCAGGTTCCACTAAT

ATACTTAGCACAAATGGTCCAGCTGGTTCTTGTTTTCAGAGGAACAAGAGTTCAC

TTAAAATAGCTACTACAGTAGTACACAAGCCTGACCATTATTGGAACAAATTGTT

CATTTATCTGATATAAAAGATGCCTGTAGGTGGCAGTTGCAGATCCAAAGATACG

CATAGTTGGCTCTCTAATGGCTCTAGTCTTTGTGGAAGCATGGTTAAAGAAGGTTT

GGATTGGTTTGAGTTCAGGGTGAGGGGGATGGCAAGTTCTTATCTCATCTGGTTT

GTGACCCGAATGTGGTCAAGGTCGCCAAGCCAAAATTTTGCTTCAACTGGAATCC

TTGTAGGAAGCCATTGCTTGGTAATTCTAGACTAGACCAAGGTTTATGCTAGAAG

CACATTATATGTTGACCCATTTGCACGCTAATTTCAATTGTAAAGTGAGCGTGCA

AATTGGATGTTCTGGTGGTTGTGTGAGCATACAAATTGGATGTTCTGTTTCCTTTT

CCGTTATGATTTGTTTAAGTTCATTCAACTAGGTCTAAAGTTGTAAAGTGATCAAA

AGTGCTAGTGTCATCTTATCGGCGTAGTACTTTCAGTTCCTATGTGAATCTTGTAA

TCATGCCTATTTGTCAAAGACTTGTGACCAAATATATGTCAGATGAGGCTATCAT

GAATCATGATACCAAATCTATGCAGAGGTTAAAATTGTTAAGAAATCAATTGACC

ATGAGTAGCTAATCTTTGATAAACCATGGCCGATGTAACTTTTCATTGTGTGAGA

ACGTTTACCATATTCTATATTTACCATTCTGTGGGAGTTTGACATGGTAATTATGA

CCTGGAATTACACCTACAAGCTCTAACTTCTACCTGCAACCACCTAGGCTTATTCA

GTTTGTCGTAGATGTTTTGAAGTATTGGTCACTATCTAATATAGGCAAGGTGATA

GTACATAATTACAGTATAGCATTATGACAAGAATGCAAGGAGCACCAAAATGTG

GGAAATTCCACTCCGTATCATCATTGACAGTGCTAGATGTAATGAATTTAATTTCA

TTGTAATTGAATTACATATTTTAATGTTTTCCTTGGGTTCAAAAAGAAACATTAGA

GTAAGGCATAAGGTCTGAGTAACAATTCAGGATCTCATCCAAATATTTTGATTTG

ATGAGTATGGGATGCCTTCTCATAACAATTTTGTTGAACATACTTCATTAGCAGGC

AACTCTGAACTCTTCCAAATTTACTCCCAGTTGCCAATTGTCTACTGACTTGCTGT

TTGATAGTGAGTGTCGAATACCTTCTACATTAGAGAAACTGCACTACTACATGTA

GTTATAATTATAACTCTACTTGCTCCCCAGATGGCCAAAGAGAGCCCCTGTCTGTC

CTTCATTACGTCCTTATGCAAACTTTCCATCACAACAGTGAGACACTACTCTCTCC

CTTTCACACCCTCTCCGTGCCACTTGTCACAGGGTATGTTGTATGGCTTCCACGCT

CCAGCTGTTGTTTTCCATTGCCATCACAACTTTGGCCTTTTTCCTCCACCCATGTGC

ATCCACTGAGTTCCGCCGTGAGCTCTATGGTTGGTCCAATGGCATCGCTACATGG

TATGGCGCAGCTGATGGTGCCGGAACTGACGGTAAGAGATTACTTAAAATAAAA

GTCAATGCATCATAGTCACCACACTTAATTACCATGTATTAGCTCCACCAAACTG



GTGTGCCTTTGTTGTAGGTGGCGCTTGTGGATACCAGAATGCTGTGGACCAGCCA

CCCTTCTCATCCATGATTGCCGCTGGCTGCTCTTCCATCTACGACTCTGGCAAGGG

GTGTGGCTCTTGCTACCAGGTGTGTATACTTCAGAGATTCAGGCATCGTACGTGCT

CGTTCACGCCTGCCTTTTGACATTCGGAAGATTATTTATTCAACAGGTTGTATGCA

CTGGCAATGAGGCTTGCTCTGGTAACCCGGTGACTGTCGTCATCACCGACGAGTG

CCCTGATTGCCCGTGTCCGGATGAACAGGTCCACTTGGACATGAGCGGGACAGCG

TTTGGTGCCTTGGCGAAGCCCGGGCAGGAGAGCCAGCTGCGTGGCGCCGGCGCC

ATCGAAATCCAGTATACCCGGTATGTCATGTGCACATGAATGTACATGCTTCTTC

GAAAGAGAATTTTCTACCAATGCTCCGTAACTTCCATGTGCTTTTCAACGCAAAT

GCCATGCGATTGTGCAGGGTGCAGTGCGAGTGGCCTGGCGTGGACGTAACCTTCT

CGGTGGAGTCGGGCTCCAACCCGAACTACCTGGCCGTGCTGATCGAGTACGAGG

ACAGCGACAGCGACCTCTACTCCGTGGACATCATGCAGCAGGGTCAGGGAGGGA

CGGGGCAGTGGGTGCCGATGCAGCAGTCGTGGGGCGCCGTGTGGAAGATCAACT

CCGGCTCCGTCCTCCAGGGCCCCTTCAACATCCGCCTGACCTTCAACTCTGGCAG

GGTGCTCGTCGCCAGCAACACCATCCCTGCGGGGTGGAACGCCGGCGTCGCGTAC

CGGTCCGGCGGCGTGGCTGTAACGAGGGCCAGGCCCAGGAGCAGTGGCTGCCGG

GGCTACGAGGCTGCCGGAACACTGCACCTTTTCTTGTTGTCAGTGGTATTATTGAT

GCTGTGAGCTGACGATGAATTTTGGTGGCTGTGTGAGCGTGCAAATTAGGACTAC

CTGGATTGAGTAGTTCTGTGTATTTTTCTTGTAGCGTAAAGGATGGATCACTGCGT

CGTATCGTGGACAATTCTGCTGGTCAGCAAATCTCCGTCCATATAATACT 




