IDENTIFICATION

Species: Brachypodium stacei
Locus: Brast03G195800

Gene Model: Brast03G195800.1.p
Description: BStEXPB-12
Family: Beta Expansin

3D structure:
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Specific hits < DPBB_EXPB_N b 4 Pollen_allerg_1 >

List of domain hits o
Name Accession Description Interval E-value
[+] DPEB_EXPB_N d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily. Beta-expansins 53-174 2.03e-77
[+] Pollen_allerg_1 pfam01357 Pollen allergen. This family contains allergens lol P, Pll and PIII from Lolium perenne 183-264  3.34e-29
Peptide

>BstEXPB-12

MGKLSSYAALAALLAVLSAGAGAEELNVTGATPADYGGAGLNSSEAAVYWGPWTQ
ARATWYGQPNGAGPDDNGGACGFKHTNQYPFASMTSCGNQPLFKDGKGCGSCYKI
RCRKDQSCSGRTETVIITDMNYYPVAPYHFDLSGTAFGRLAKPGLNDKLRHSGIIDIEF
TRVPCEFPGLKIGFHVEEYSNPVYFAVLVEYEDGDGDVVQVDLMESKTAHGPLTGQ
WTRMRESWGSIWRLDSNHRLQAPFSIRITNESGKRLIAREVIPANWRPNTFYRSFVQY
S*

CDS (coding sequence)
>BstEXPB-12

ATGGGCAAGCTCTCCTCCTATGCTGCTCTGGCGGCGCTGCTCGCCGTCCTGTCCGC
CGGCGCTGGCGCCGAGGAGCTCAACGTCACCGGCGCCACCCCGGCCGACTACGG
CGGCGCGGGGCTCAACAGCAGCGAGGCCGCCGTGTACTGGGGCCCATGGACCCA
GGCCAGGGCCACGTGGTACGGCCAGCCCAATGGCGCCGGCCCCGACGACAACGG
CGGCGCCTGCGGCTTCAAGCACACCAACCAGTACCCGTTCGCGTCCATGACCTCC
TGCGGCAACCAGCCATTGTTCAAGGACGGCAAGGGATGCGGCTCCTGCTACAAG
ATCAGATGCCGAAAGGACCAGTCCTGCTCTGGCAGGACGGAGACGGTGATCATC
ACCGACATGAACTACTACCCCGTGGCGCCATACCACTTCGACCTCAGCGGCACGG
CGTTCGGCAGGCTCGCCAAGCCCGGCCTCAACGACAAGCTCCGCCACTCCGGCAT
CATAGACATCGAGTTCACCAGGGTGCCGTGTGAGTTCCCGGGGCTGAAGATCGGG
TTCCACGTGGAGGAGTACTCAAACCCGGTGTACTTCGCGGTGCTCGTTGAGTACG
AGGACGGCGACGGCGACGTGGTGCAGGTGGACCTGATGGAGTCGAAGACAGCCC
ACGGGCCGCTAACGGGCCAGTGGACGCGGATGCGGGAGTCGTGGGGGTCCATCT
GGAGGCTTGACTCCAACCACCGCCTGCAGGCTCCATTCTCCATCCGCATCACCAA
CGAGTCCGGCAAGAGGCTCATCGCCCGGGAGGTCATCCCGGCCAACTGGAGGCC
CAACACCTTCTACCGATCCTTCGTCCAGTACAGCTGA



Nucleotide
>BstEXPB-12

GAACCAAACAACACCATCACTCCTCTCACTACACTCCCAAAAGCTCAGATCCACA
GAGGAATGGGCAAGCTCTCCTCCTATGCTGCTCTGGCGGCGCTGCTCGCCGTCCT
GTCCGCCGGCGCTGGCGCCGAGGAGCTCAACGTCACCGGCGCCACCLCCGGLCCGA
CTACGGCGGCGCGGGGCTCAACAGCAGCGAGGCCGCCGTGTACTGGGGCCCATG
GACCCAGGCCAGGGCCACGTGGTACGGCCAGCCCAATGGCGCCGGCCCCGACGA
CAACGGTGAGGATGAATTAATAAGCATCCACATTCTGCTTCTTCTTGCTTTTGCTT
TTCCGAGTTCTTGTGTAAGGCGTGCAATGTGGCTCATGACTGGTGTGATGAATCG
AATCTTTGCTGCTGCTAGGCGGCGCCTGCGGCTTCAAGCACACCAACCAGTACCC
GTTCGCGTCCATGACCTCCTGCGGCAACCAGCCATTGTTCAAGGACGGCAAGGGA
TGCGGCTCCTGCTACAAGGTAAATAGAGTATAAAACAAAAACAAACAGTTCATT
GCTAGCGTTGCCGTCCGTTGCAGTCTGTCTGTACGCCGGCGGGTCGTCGGTCCTG
GAGCGTCTGCGAGCGGGCCCCACACACATGTGCGTCGTGTGTGTGTGGGGCTGTG
CTCTCTCAGTCGCTTTCCGTGACACAGTCGTCTTTTTCTGTGCGGCGTTGCCGTTG
CCGCGCATTGATTGGCGCTCTCTCTCTCTCTCTCTCTCCCTTCTACAGCATCTCTTC
GGTGCTTTGTTCTTGTCTGAGGCTGACGTTTTGTTTCTGTTTGGTGGGTTCAGATC
AGATGCCGAAAGGACCAGTCCTGCTCTGGCAGGACGGAGACGGTGATCATCACC
GACATGAACTACTACCCCGTGGCGCCATACCACTTCGACCTCAGCGGCACGGCGT
TCGGCAGGCTCGCCAAGCCCGGCCTCAACGACAAGCTCCGCCACTCCGGCATCAT
AGACATCGAGTTCACCAGGTCAGTCTCTGAACAAACAAAATTTTCCAGTTATTTG
TTCCTCTTTCTTCTGCTGCCATGCACCTCTAGTAATCTTGAACCCAAGACATCACT
GTATCCGTCGAGTACTACTAGTGTAGCAGTTTTAATTTGTACCATTTGCCAGTATG
ATTTCCGTCCAATTCCTCGTTGAATTTTCCACCGGCCAAGTCTGGCAGTTAAAGTT
AAAAAAGTTCGGTGGGGTGGAATTGGGTCGACCCAACCGCCCACATTACTCTCTA
CCGGACACGGGCGCCAGACGCACTGACCGTGGCGGCCCGGCCGGACACACACTC
CCCCCCGTCTGCTCTTCCCATGCATGTGCTGCTGCCATAGCACAGATCTTACCTTT
ATTGCTCGGGCCCAACGCACCTCTTTTTTTGCAGCGTTAAGCATATGCGTGGCCTG
ACACCATACGGCACCGGCCACCCATTTCCGTCTCCTGTCACACAGCTTTATCAGAT
AACACTGGCCGAGCCCCTGATCCAAACATATAGAAACGCAAAAATATTCTACGG
CAAGATCGAGGAAGAAAACAAAACTAGAGTATTATAGTAGTACATCGTCTCATTT
TCTACTCTTTGTTGTGTTAGGGCTAATTCTTTGCGTGTGTGGGTGCAGGGTGCCGT
GTGAGTTCCCGGGGCTGAAGATCGGGTTCCACGTGGAGGAGTACTCAAACCCGGT
GTACTTCGCGGTGCTCGTTGAGTACGAGGACGGCGACGGCGACGTGGTGCAGGT
GGACCTGATGGAGTCGAAGACAGCCCACGGGCCGCTAACGGGCCAGTGGACGCG
GATGCGGGAGTCGTGGGGGTCCATCTGGAGGCTTGACTCCAACCACCGCCTGCAG
GCTCCATTCTCCATCCGCATCACCAACGAGTCCGGCAAGAGGCTCATCGCCCGGG
AGGTCATCCCGGCCAACTGGAGGCCCAACACCTTCTACCGATCCTTCGTCCAGTA
CAGCTGAACCGGCCGGTCCCCACGGGCGCCATCGCCGCTTCTGCTGCTAATAGGA
GTACTAGTAATAATTACTACAGTACTAGTATTACGCAGCTAGCAAGCTGCCACAA
GGTCTCGTCGGGGAGAGTCCGGCTATTGCGTTGCGTTGCGTTTTGGTGTAAACTGT
ATCGTTTGGGGGGCGCGTGTGTGTGGTATGGGGTGCGTCCTTTTAGGTGAGGCGT
CGTCTCGAGGAAGAAAGTGTCCGTCCGGAGTATGGTTGGGGTCTGGGTCGCTAGG
GCCGTGATGAGGGTTGGAGTCATGTATTGCAGTATTTGCAAGTGGGGGAGGCAA
AGCTGTGTGGGAAATGGAGGAGGCAGGCGTACAAGATACGCTCTCCCGCCCACT
GTCGCTTTATAATTTACCATTCAAGGCGGTGATTAAT




