IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin02G273200

Gene Model: Misin02G273200.1.p
Description: McsEXPB-18
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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Query seq.
a site 4 )
specific hits I 3

L | Pollen_allerg_1
Superfanilies DPBB_RI1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits o
Name Accession Description Interval E.value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins ... 59-180 1.48e-75
[+] Pollen_allerg_1 plam01357 Pollen allergen; This family contains allergens lol P, Pll and Pill from Lolium perenne. 189-270 4.78e-29

>McsEXPB-18

MGSPSSLPAAAAALVVLAILAGGGHCREAQFDATDAAAAAAGTAENYNTSDAAVY
WGPWQKARATWY GQPNGAGPDDNGGACGFKHTNQYPFMSMGSCGNQPLFKDGK
GCGSCYKIRCTKDKSCSGKAETVIITDMNYYPVSKYHFDLSGTAFGRLSKPGLNDKL
RHSGIIDIEFTRVPCEFPGLKIGFHVEEYSNPVYFAVLVEYEDGDGDVVQVDLMESKT
AHGPPTGRWTPMRESWGSIWRMDTNHRMQAPFSIRIRNESGKTLVANNVIPANWRP
NSFYRSFVQYQ*

CDS (coding sequence)
>McsEXPB-18

ATGGGCTCCCCCTCCTCCCTCCCCGCCGCCGCGGCGGCGCTCGTGGTCCTGGCCAT
CCTCGCCGGAGGAGGCCACTGCCGCGAGGCCCAGTTCGACGCCACGGACGLCEGC
CGCCGCCGCCGCCGGCACGGCGGAGAACTACAACACCAGCGACGLCCGCCGTGTA
CTGGGGCCCCTGGCAGAAGGCCCGGGCCACCTGGTACGGCCAGCCCAACGGLGC
CGGCCCCGACGACAACGGCGGCGCGTGCGGCTTCAAGCACACCAACCAGTACCC
CTTCATGTCCATGGGGTCCTGCGGCAACCAGCCATTGTTCAAGGACGGCAAGGGC
TGCGGCTCCTGCTACAAGATTCGGTGCACCAAGGACAAATCCTGCTCCGGGAAGG
CGGAGACGGTGATCATCACCGACATGAACTACTACCCGGTGTCCAAGTACCACTT
CGACCTCAGCGGCACGGCGTTCGGCAGGCTGTCCAAGCCCGGCCTCAACGACAA
GCTCCGCCACTCCGGCATCATCGACATCGAGTTCACCAGGGTGCCGTGCGAGTTC
CCTGGGCTAAAGATCGGTTTCCACGTGGAGGAGTACTCCAACCCCGTTTACTTCG
CGGTGCTGGTGGAGTACGAGGACGGCGACGGCGACGTGGTGCAGGTGGACCTGA
TGGAGTCCAAGACGGCGCACGGCCCCCCCACTGGGCGGTGGACGCCGATGLGCG
AGTCCTGGGGCTCCATCTGGCGCATGGACACCAACCACCGCATGCAGGCGCCCTT
CTCCATCCGCATCCGCAACGAGTCCGGCAAGACGCTCGTCGCCAACAACGTCATC
CCGGCCAACTGGAGGCCCAACAGCTTCTACCGCTCCTTCGTCCAGTACCAGTAG



Nucleotide
>McsEXPB-18

CCACCGAACTAGGGCCGGCCGGCCCCAACCTTCATCCGCCAGCGTTTAATACGCG
CTAGCTGCGGTGGCAAGACGAGTAGAGTGAGCTGAGCAAGGGGAGGAGGCTAGG
ACGGCTGCTCAGCCCAGGCCCATGTGCGACCCAACATGGCACGTTCTCCCTCGCT
CCTCTGCTAAGCTGCGTAGACACACAGAGCTCGTTAGCTAGCGTGCCGGTGCCCA
TCTGGCCATCGGGCTTATAAATAGGCCCACACGGCACCACGGCCACCACCACCCA
CCGCTGCTCTCGCACTCACTCACAGTCACCGCCGCTGCCCACTGCCTGTAGCTAG
AGGAGGTTCAAAGGGGAAAGGGCCAAGGAAGGAGGCGCAGGCATGGGCTCCCC
CTCCTCCCTCCCCGCCGCCGCGGCGGCGCTCGTGGTCCTGGCCATCCTCGCCGGA
GGAGGCCACTGCCGCGAGGCCCAGTTCGACGCCACGGACGLCLGLLGLLGLeeaseC
GCCGGCACGGCGGAGAACTACAACACCAGCGACGCCGCCGTGTACTGGGGCCCC
TGGCAGAAGGCCCGGGCCACCTGGTACGGCCAGCCCAACGGCGCLCGGCCCCGAC
GACAACGGTGAGAATTATTGGCATTCTTCCGAGATCTTCTTCACGTCTGCTCCGTC
TTCCCCTCCGTCAGGCCTCAAGGCCCGCGTGCTTGTTGTCTTGGTGCCTTGTGGTG
GCAATGTGGCTCACGAAACGTACGTACCTTGCTAGGCGGCGCGTGCGGCTTCAAG
CACACCAACCAGTACCCCTTCATGTCCATGGGGTCCTGCGGCAACCAGCCATTGT
TCAAGGACGGCAAGGGCTGCGGCTCCTGCTACAAGGTAAAAACAACAGCTAGCA
TGGAGTTTTTACCGACACCTCTATCTATCTGAAGCATATTTGTATATAGTAGTTTT
CTATTTCTATAGCGGAAACAATTCTACCAGTGCTCCACTTGTTTTAAAAAACAATT
GTCCTTGTAGTACATGTTAGAGGGCCATAAAAAAAATCTGCAATACACTAGCTGG
AGTAGCAACTGTTAAAGTAGGACGCTACCCGTACAGTCCAGGCAGGGTCCTCGG
AGCAGCCCAGCAGCTGGCTGCTGGTGGGGCCCGCGTGCATGTGCGCGTCTCACTC
GATCTCCGTGACAGTGCCATTTACTGTACATTTGACTCTTGGGGCCAGTTTAGTTT
CCCAAAAATTTTGCAAAAATTTTCACGTTCTCCGTCACATCGAATCTTTGAACGCA
TGCATGAAGCATTAAATATAAATAAAAAATAAAACTAATTACACAGTTTAGACG
AAATCCACGAGACGAATTTTTTAAGCCTAATTAGACTATGATCGGACACTATTTG
CCAAATAACAACAAAAATGCTACAGTACCCATTTTGCTAAAAATTTTGGAACTAA
ACAAGCCCTTGATCTCGAGTATGGTAGCCGAACGTACCTGCCGTTTTTAGCGATTT
GCCGCGGATCACGCAGATTCGGTGCACCAAGGACAAATCCTGCTCCGGGAAGGC
GGAGACGGTGATCATCACCGACATGAACTACTACCCGGTGTCCAAGTACCACTTC
GACCTCAGCGGCACGGCGTTCGGCAGGCTGTCCAAGCCCGGCCTCAACGACAAG
CTCCGCCACTCCGGCATCATCGACATCGAGTTCACCAGGTCGGTGTCGGTGCCTC
TCTTGATTTTTGTTGTGTGTGTGTGTTGTTCTGTTCTCTTCTGTTGTGCTGCCACTG
GAAGCACGAGTGTAGCAGTGCTGCTAAAGACGCGGTAGCGTAGCTGTCGAATTG
TTACTGGTAGCAGTAGTTTCCCTCCATACTACTACCTGCTGTTTAATTTAATTTCGT
AGCCCGCGCGGCAAGTGAAAAGTTTGGTGAGAGCGGAGGGAGGCGTCGTGAATC
CAACAAGGCAACAACCGCTCGCTCCCATTACTCCTGCCGCTCGCCGGACACCGCA
TGTGCAGCAAAGTGGCGCAGCTGCCAAAGGCCACTTTTATTGCGCTGCGGCACAG
GGCCCACCCATATGCCGTTCGTTTGGCATGATAAACCATGGCCGAAAGTTCCCGT
TCGTCGGCTGATAAGTTCCCGTTCGTCGAAAGTTCCTGTTCCTCGGGCTGATAAGC
CAGCCATGGCTGAAAGTTGGAGTTGGCTGATTTGTCGTGAGTACGGTTACTAGTG
GGGCGCACCCCTTCTGCAGCCCAACGTATCTGCCTGCGTCCACTGTACTGTTGCG
ACACGCCACCGCCGGTGACCGACCACCGCCAGCCCCATTTCCTTTCCTTTCGCTTT
GTCTGTATGTATGCCAATTGCCACCACCCCCAGCAGCAGCAGTGTTGGTTGGGCC
CATGCCAAGGATTCCTTACACTTGCAGTAGGATTAGATTAGGCTTCGCAACACAG




ATTAGAGGACGCAGCAAAGCTCTTTCTTGCATTGGTTCTGTTCTGTGCTGCCGCTA
AGATGGCCTAGTACTACTACTAAAACCAAACTGAATCATAAATTTGCAGGGTGCC
GTGCGAGTTCCCTGGGCTAAAGATCGGTTTCCACGTGGAGGAGTACTCCAACCCC
GTTTACTTCGCGGTGCTGGTGGAGTACGAGGACGGCGACGGCGACGTGGTGCAG
GTGGACCTGATGGAGTCCAAGACGGCGCACGGCCCCCCCACTGGGCGGTGGACG
CCGATGCGCGAGTCCTGGGGCTCCATCTGGCGCATGGACACCAACCACCGCATGC
AGGCGCCCTTCTCCATCCGCATCCGCAACGAGTCCGGCAAGACGCTCGTCGCCAA
CAACGTCATCCCGGCCAACTGGAGGCCCAACAGCTTCTACCGCTCCTTCGTCCAG
TACCAGTAGCTGATTGATTGGATCCCTGCCCAGCCCAGCCCAGCCCAGCCCGCAA
TTGGAGTGGAGCTGGAGCTGGCTGCCTCGGCTGGCTCGGTCATCATCACTACTAC
CACTAGACTACTACTACTACTACCAAGTACGTACGGCGAAACGGAACGGCTAGTC
GTTGTGTCTCTGGTCATCGTGTCGTTGCAGTTGTATCATGCATGATCATGGTCCTT
GGAGTGAGAGTCGTTGCATGCATTGGGGGCGCGCTTTTAGGTCAGGCGTCATGTG
CGAGTGTTTGGGTCTGTAAGGCTGGCTGGCATGTGCATGATGCGTGGCCCTGATT
GCAAGCCGGCCGGCAAGCAAAAAAAACTAAAAAGCCGTGTGGGAAAATGGAGG
AGGCAGGCGTACAAGGTGCGCTCTCCCGCCCACTCTTGCTTTATAATTTATATCAT
CGTCTTCTTCATTCCGATCGGTCGGTGATTAATCGAAAAGTATATTGTAATGTATA
AACACCATTTCCCGAGCCTGAGCGGAGCTGTGCTCCCCTGTTTCTTCTTCTTCTTC
TGTGCAATCTTTTTCTG





