
IDENTIFICATION 

Species: Miscanthus sinensis 

Locus: Misin01G211700 

Gene Model: Misin01G211700.1.p 

Description: McsEXPA-02 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1  

KEGG:- 

EXTERNAL RESOURCES 

https://grass-genome-hub.southgreen.fr/Genomeassembly/47213  

https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>McsEXPA-02 

MDTSSRSLILCAVLAACLGLAAAGWSQGTATFYGDADGSGTMGGACGYGNLYNAG

YGINNAALSQTLFNNGASCGQCYLITCDRSRPGGQWCKPGNSITVSATNLCPPNYGLP

NGGWCGPGRPHFDMSQPAWEHIGVVQGGIIPVLYQQVTCTRQGGVRFSIAGSQYFLL

VNIQNVGGSGAVAAAWVKGDNTGWIQMSRNWGANWQALAGLVGQGLSFAVTTTG

GQYLQFMYVVPGWWQFGMTFGTNRNFAY* 

CDS (coding sequence) 

>McsEXPA-02 

ATGGACACGTCGTCCAGATCCCTGATCCTGTGCGCAGTCCTTGCAGCCTGCCTTG

GGCTCGCCGCCGCAGGCTGGTCTCAGGGCACCGCGACGTTCTACGGCGATGCCGA

CGGCTCCGGCACGATGGGTGGCGCGTGCGGGTACGGCAACCTGTACAACGCCGG

GTACGGCATTAACAACGCAGCGCTGAGCCAGACGCTGTTCAACAACGGCGCGTC

GTGCGGGCAGTGCTACCTCATCACGTGCGACAGGTCACGTCCGGGCGGGCAGTG

GTGCAAGCCGGGCAACTCCATCACGGTGTCGGCCACCAACCTGTGCCCGCCCAAC

TACGGGCTCCCCAACGGCGGGTGGTGCGGCCCGGGCCGCCCCCACTTCGACATGT

CGCAGCCGGCGTGGGAGCACATCGGCGTCGTGCAGGGCGGCATCATCCCGGTCCT

GTACCAGCAGGTCACGTGCACCCGCCAGGGCGGCGTGCGATTCAGCATCGCGGG

TTCCCAATACTTCCTGCTCGTCAACATCCAGAACGTCGGCGGCAGCGGCGCCGTG

GCTGCCGCCTGGGTGAAGGGTGACAATACCGGGTGGATCCAGATGTCCAGGAAC

TGGGGCGCCAACTGGCAGGCGCTCGCTGGGCTCGTCGGCCAGGGTCTCAGCTTCG

CCGTCACCACCACCGGCGGGCAGTACCTTCAGTTCATGTACGTCGTGCCGGGGTG

GTGGCAGTTCGGCATGACCTTCGGCACCAACAGAAATTTCGCCTACTAA 

Nucleotide 

>McsEXPA-02 

ATGGACACGTCGTCCAGATCCCTGATCCTGTGCGCAGTCCTTGCAGCCTGCCTTG

GGCTCGCCGCCGCAGGCTGGTCTCAGGGCACCGCGACGTTCTACGGCGATGCCGA

CGGCTCCGGCACGATGGGTAAGTAGGAGTATAGTGTATATATTGCATGCATTGTA

TTGCTGTACAATAGCTGTGCACATTTTGTATAGGTGAGATTACTCCATCTGCACAG

ATCGTATATACTAATTAATCCAATGCATACATGTGTGTATGTAGGTGGCGCGTGC

GGGTACGGCAACCTGTACAACGCCGGGTACGGCATTAACAACGCAGCGCTGAGC



CAGACGCTGTTCAACAACGGCGCGTCGTGCGGGCAGTGCTACCTCATCACGTGCG

ACAGGTCACGTCCGGGCGGGCAGTGGTGCAAGCCGGGCAACTCCATCACGGTGT

CGGCCACCAACCTGTGCCCGCCCAACTACGGGCTCCCCAACGGCGGGTGGTGCGG

CCCGGGCCGCCCCCACTTCGACATGTCGCAGCCGGCGTGGGAGCACATCGGCGTC

GTGCAGGGCGGCATCATCCCGGTCCTGTACCAGCAGGTCACGTGCACCCGCCAGG

GCGGCGTGCGATTCAGCATCGCGGGTTCCCAATACTTCCTGCTCGTCAACATCCA

GAACGTCGGCGGCAGCGGCGCCGTGGCTGCCGCCTGGGTGAAGGGTGACAATAC

CGGGTGGATCCAGATGTCCAGGAACTGGGGCGCCAACTGGCAGGCGCTCGCTGG

GCTCGTCGGCCAGGGTCTCAGCTTCGCCGTCACCACCACCGGCGGGCAGTACCTT

CAGTTCATGTACGTCGTGCCGGGGTGGTGGCAGTTCGGCATGACCTTCGGCACCA

ACAGAAATTTCGCCTACTAA 




