IDENTIFICATION
Species: Linum usitatissimum
Locus: Lus10001244

Gene Model: Lus10001244
Description: LuseXLB-06
Family: Expansin Like Beta

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1 0
KEGG: https://www.genome.jp/entry/D12016

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0
https://www.genome.jp/entry/D12016

GENE STRUCTURE

LusEXLE-06

| 1 1 1 1 1 1 L
Obp 3y 3000 Gibp 8(0bp 100bp 13006p 14000bp

Legend:

Exon — Intron

DOMAIN ARCHITECTURE
S ——————————— S

Superfanilies PLN3023

me Accession Description Interval E-value
[+] PLN03023 super family ci3362 Expansin-like B1; Provisional 25-284 2.42e-T4
SEQUENCES
Peptide

>LusEXLB-06

MANSLQFLVASFVLLLIHSTASHAATCRSDCFTSSRAAHYPNSEELGTASGACGFGSF
GATLNGGEVAAVSDLYRNGIGCGACYQVELHFRKPTHRRDQILVKCTNSNYCTDKG
TTVVITDQGTSHNTGFILSRRAISGMAQTKDSAASLLALGIIDIEYKRYPNKNITIKIDE
NSNYPHY LAFVIWYQQGQRDVTAVQLCEVWKQLSGWNRTRTFGQTTQNFTCKVLE
RSYGAVWTVTSPPTGLLSLRMLFTDENGDESWVVPATSIPSNWKAGDLYDTGLQVN
L*

CDS (coding sequence)
>LusEXLB-06

ATGGCTAACTCTCTTCAATTCCTTGTTGCAAGTTTTGTACTTCTCTTGATTCACAGT
ACTGCATCACATGCTGCAACATGCAGAAGTGACTGCTTCACTTCTTCTCGAGCTG
CTCACTATCCCAACTCCGAGGAACTCGGAACAGCTTCAGGAGCATGTGGGTTTGG
TTCATTTGGAGCAACACTAAATGGAGGAGAAGTAGCTGCTGTTTCTGATCTATAC
CGTAACGGTATTGGCTGCGGTGCTTGCTATCAGGTTGAACTCCACTTCCGAAAAC
CAACTCATCGTCGAGACCAAATTCTGGTGAAGTGCACTAATAGCAACTACTGTAC
AGACAAAGGAACAACAGTCGTGATAACCGACCAAGGAACGAGCCATAACACCGG
GTTCATCCTTAGCAGACGAGCCATTTCTGGGATGGCTCAGACTAAAGACTCCGCT
GCATCGCTGCTAGCCCTTGGCATCATAGACATCGAATATAAACGCTACCCGAACA
AGAACATAACGATAAAGATTGATGAGAATAGCAACTACCCACACTACCTTGCCTT
TGTCATATGGTATCAGCAAGGCCAGCGAGATGTTACTGCTGTGCAGCTCTGTGAG
GTATGGAAACAGTTGTCTGGCTGGAATCGGACTAGAACCTTCGGTCAGACCACAC
AGAATTTCACATGCAAGGTTCTGGAGAGGAGCTACGGAGCAGTGTGGACAGTAA
CCTCACCTCCTACGGGGCTATTATCGCTGAGGATGTTGTTCACCGACGAAAATGG
TGATGAGTCCTGGGTTGTCCCTGCAACTAGCATACCCAGTAACTGGAAAGCTGGA
GATTTATATGACACTGGATTGCAAGTGAACCTTTGA

Nucleotide
>LusEXLB-06

ATGGCTAACTCTCTTCAATTCCTTGTTGCAAGTTTTGTACTTCTCTTGATTCACAGT
ACTGCATCACATGCTGCAACATGCAGAAGTGACTGCTTCACTTCTTCTCGAGCTG
CTCACTATCCCAACTCCGAGGAACTCGGAACAGCTTGTAAGCACGATAGTTCGAT



TCTCGATTTAAGGGCCACTAACCATAATCTTTATGTTAACTTATCCTATTGATCAA
CTACAGCAGGAGCATGTGGGTTTGGTTCATTTGGAGCAACACTAAATGGAGGAG
AAGTAGCTGCTGTTTCTGATCTATACCGTAACGGTATTGGCTGCGGTGCTTGCTAT
CAGGTTGAACTCCACTTCCGAAAACCAACTCATCGTCGAGACCAAATTCTGGTTC
GATTTTTGTTTCACTAAATTTTTTTGTTCAAAACAGGTGAAGTGCACTAATAGCAA
CTACTGTACAGACAAAGGAACAACAGTCGTGATAACCGACCAAGGAACGAGCCA
TAACACCGGGTTCATCCTTAGCAGACGAGCCATTTCTGGGATGGCTCAGACTAAA
GACTCCGCTGCATCGCTGCTAGCCCTTGGCATCATAGACATCGAATATAAACGGT
AATGGCTAGCAGCAGTTTGATATTGGATTTGTTATGAATTATTGTATCCCACTAAT
TTGAATTGTCGAAAGAGAGTTTAAATTGGTTCTTATTTTATTCATCAGCGAGACTA
ATTAGGGTTCAACTATGTAGGGTTTCATGCAGCTACCCGAACAAGAACATAACGA
TAAAGATTGATGAGAATAGCAACTACCCACACTACCTTGCCTTTGTCATATGGTA
TCAGCAAGGCCAGCGAGATGTTACTGCTGTGCAGCTCTGTGAGGTATGGAAACAG
TTGTCTGGCTGGAATCGGACTAGAACCTTCGGTCAGACCGTGAAAATCATGAAAA
CCACTAAATCAATTCAATCTAGTTAAACATACTATTTCAAACGAACCATTACAAT
CGATTGAACTATAGCATAAAAATTAGTAAACATGAAGCTATGGTCTAATAATGTG
ACATGTTTGTTAAATGGTTATCCATCCCAAATCACCATCGAAATATCGACCATATC
ACTCGTCCAGTATGAAAAACCTACAGAAATGCATTAAACTTCCTCTTCTGCTTCAT
GTCCTATTATCAATGAACTGAGCTTCTCACTTTCAATTTCCCAGACACAGAATTTC
ACATGCAAGGTTCTGGAGAGGAGCTACGGAGCAGTGTGGACAGTAACCTCACCT
CCTACGGGGCTATTATCGCTGAGGATGTTGTTCACCGACGAAAATGGTGATGAGT
CCTGGGTTGTCCCTGCAACTAGCATACCCAGTAACTGGAAAGCTGGAGATTTATA
TGACACTGGATTGCAAGTGAACCTTTGA





