IDENTIFICATION

Species: Populus deltoides

Locus: Podel.17G089000

Gene Model: Podel.17G089000.2.p
Description: PAEXPA-25

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PdeltoidesWV94 v2 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PdeltoidesWV94_v2_1
http://www.ocri-genomics.org/bolbase/login.htm

GENE STRUCTURE

PAEXPA-25
5

L 1 1 1 L 1 1 1
tibp 2bp 3ibp G00bp 80K0bp 1000 13006p 14006p

Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE

75 100 125 150 175 200 25 242
L ——

Query seq.
Superfanilies PLNOOOS0

+ Name Accession Description Interval E-value
[+] PLN0D050 super family 31535 expansin A; Provisional 1-239 9.58e-136
SEQUENCES

Peptide

>PdEXPA-25

MAPFGFLLVGFLSIVSSVHGYYGGWINAHATFYGGGDASGTMGGACGYGNLYSQG
YGANTAALSTALFDNGLSCGACFEIRCVNDPKWCLRGSIVVTATNFCPPGGWCDPPN
KHFDLSQPVFQHIAQYRAGIVPVIYRRVRCRKSGGIRFTINGHSYFNLVLITNVGGAG
DVRSVAIKGSRTRWQAMSRNWGQNWQSNAYLDGQSLSFLVTTSDGRRVVSYNVAP
AGWSFGQTYSGGQFRY*

CDS (coding sequence)
>PdEXPA-25

ATGGCTCCTTTTGGGTTTCTTTTAGTGGGGTTTCTCTCCATTGTCTCGTCTGTTCAT
GGATATTATGGAGGTTGGATTAACGCACATGCCACTTTCTATGGAGGTGGCGATG
CTTCAGGGACAATGGGCGGGGCTTGTGGCTATGGAAACCTCTACAGCCAGGGTTA
TGGAGCTAACACAGCAGCACTGAGCACTGCATTGTTTGACAATGGTCTGAGCTGC
GGGGCTTGTTTTGAGATCAGATGTGTGAATGACCCTAAGTGGTGCCTGCGTGGCT
CCATTGTGGTCACTGCCACTAACTTTTGCCCTCCCGGAGGCTGGTGTGATCCTCCC
AACAAGCATTTTGATCTCTCTCAACCTGTCTTCCAGCACATTGCCCAATATAGAGC
TGGAATCGTCCCAGTAATTTACAGAAGGGTAAGATGCAGGAAGAGTGGAGGCAT
TAGGTTCACCATCAATGGCCACTCATACTTCAATTTAGTCCTGATCACCAACGTTG
GCGGCGCCGGTGATGTGCGTTCTGTGGCCATCAAGGGTTCAAGAACTCGATGGCA
AGCAATGTCAAGAAACTGGGGCCAAAATTGGCAGAGTAATGCTTACCTTGATGG
GCAAAGTCTCTCTTTTCTAGTTACCACAAGTGACGGTCGCAGAGTGGTTTCTTACA
ATGTTGCCCCTGCTGGCTGGTCCTTTGGACAGACATACAGTGGAGGGCAGTTTAG
GTACTAG

Nucleotide
>PdEXPA-25

ATTTCCCACAATTACTATCTTTTTCCAAGGTTTTATCATTTTCTACTAACACTATCT
ITTTCCTTTTGTTTTCCTTAGTTACTAGCAAGAATTTTTATTTATTTAGTATTGCTG
TACTTTTATTTTTAAGCAGGTGAAATGTGACTTTGCCTGAGGGATTCATATAATTT
CATGCAGGAAAATGGCTCCTTTTGGGTTTCTTTTAGTGGGGTTTCTCTCCATTGTC
TCGTCTGTTCATGGATATTATGGAGGTTGGATTAACGCACATGCCACTTTCTATGG
AGGTGGCGATGCTTCAGGGACAATGGGTATGTTACTCGTGTATGTTTTTTCCCAA




GAAAATCATATTGTACATGCAAGTTCTATCATGTGTAATCTCCTTAAACTACCGTC
CTAGCTAACCTTAGCCTGGTTATTTACGTTTCAAGGCGGGGCTTGTGGCTATGGA
AACCTCTACAGCCAGGGTTATGGAGCTAACACAGCAGCACTGAGCACTGCATTGT
TTGACAATGGTCTGAGCTGCGGGGCTTGTTTTGAGATCAGATGTGTGAATGACCC
TAAGTGGTGCCTGCGTGGCTCCATTGTGGTCACTGCCACTAACTTTTGCCCTCCCG
GAGGCTGGTGTGATCCTCCCAACAAGCATTTTGATCTCTCTCAACCTGTCTTCCAG
CACATTGCCCAATATAGAGCTGGAATCGTCCCAGTAATTTACAGAAGGCATGTTA
AGCAACAACTTACCGTGTCTTCATTTAATTTATTAATTACGTTTAGTGTTTTTTTTT
TTTATCTAATCAATAAGGTCATGGTTTATCATATATAGGGTAAGATGCAGGAAGA
GTGGAGGCATTAGGTTCACCATCAATGGCCACTCATACTTCAATTTAGTCCTGATC
ACCAACGTTGGCGGCGCCGGTGATGTGCGTTCTGTGGCCATCAAGGGTTCAAGAA
CTCGATGGCAAGCAATGTCAAGAAACTGGGGCCAAAATTGGCAGAGTAATGCTT
ACCTTGATGGGCAAAGTCTCTCTTTTCTAGTTACCACAAGTGACGGTCGCAGAGT
GGTTTCTTACAATGTTGCCCCTGCTGGCTGGTCCTTTGGACAGACATACAGTGGA
GGGCAGTTTAGGTACTAGACACGATCACACAGCACAGCTACAAGAGTAAGATAT
ATAGATATATATATAGGGTTAATATTTGCTATGAATTGGCCCTTCGCTTTCCTATA
ATTGTGAGTTTCTGCAGTTGATGGCTGGCATTCGAATTCGAGCCTCGAGACTGCA

ITTTTTTTTTATGCAAGAGTGAGTAATATGTGCGTCCAGAGGCAGCTGCTAGGAC
ATTAAAATACAAATAGAACTGCAAGTAAATTAAAATGTTTGTGGTGACAAAAAG
AGAGATAAAATAAGGCATTAATTCTTCTTGCTTGAGTTGAAAGCGTGTGAGGTCA
CAGTAGTTCACTGTGCCCCAGCTCGTCTGTATTCAATCGATCAGCTATTAAATGCA
CAGGCAGGCAATGTCATTTGTAACGAAAGGGAGATCTCAACCTTCTCTTTAATTT
CCTCTCTTTTCCATGTTGATTACTTT






