IDENTIFICATION

Species: Trifolium pratense

Locus: Tp57577_TGAC_v2_mRNA31966

Gene Model: Tp57577_TGAC_v2_mRNA31966
Description: TprEXPA-28

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Tpratense v2
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Tpratense_v2
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+ Name Accession Description Interval  E-value
[+] PLN0O193 super family 42 expansin-A; Provisional 8-218 2.32e-64
SEQUENCES

Peptide

>TprEXPA-28

MAISHSFIPLTFFILLLKQVIADIDTNWYDAHATFYGGPSGAGTMQGACGYGDXXXX
XXXXKXXXXXXXTATNFCPPDYSKTTDIWCNPPQKHFDLSYKMFTSIAYEKGGIILVK
YRRVSCFKRGGVRFEINGNPNFLLVLVFNVANAGDVSRVSVKGSKTGWIPMKRNWG
QKWDSGVNLVGQALSFQVTTSDGKTLEFYSVSPYNWQFGQTYEGQGNF*

CDS (coding sequence)
>TprEXPA-28

ATGGCTATTTCTCACTCTTTCATTCCTTTGACCTTTTTCATATTGCTCCTCAAACAG
GTCATAGCAGACATTGATACAAATTGGTATGATGCTCACGCAACCTTCTATGGTG
GTCCGTCAGGAGCTGGAACCATGCAGGGGGCTTGTGGTTATGGTGATNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACCGCAACAAATTTT
TGTCCTCCAGATTACTCCAAAACCACTGATATTTGGTGTAATCCACCACAAAAAC
ACTTTGACTTGAGTTATAAAATGTTCACTTCTATTGCCTACGAAAAAGGCGGTATC
ATACTAGTTAAATATCGACGTGTTTCATGTTTCAAAAGAGGGGGTGTAAGGTTTG
AGATCAACGGAAACCCTAATTTCTTGTTAGTTTTGGTGTTCAATGTTGCCAATGCT
GGCGATGTTTCTCGTGTTAGTGTCAAAGGGTCTAAGACTGGCTGGATTCCCATGA
AACGCAATTGGGGACAAAAGTGGGATTCTGGAGTTAATTTGGTAGGACAAGCTTT
GTCATTTCAAGTTACTACAAGTGATGGAAAAACTTTGGAATTTTATTCAGTTTCTC
CTTACAACTGGCAATTTGGACAGACTTATGAGGGTCAGGGTAATTTTTAG

Nucleotide
>TprEXPA-28

GGCTCTTTTCAGTGTTTTTTACGTACCTTAGTGATGGCTATTTCTCACTCTTTCATT
CCTTTGACCTTTTTCATATTGCTCCTCAAACAGGTCATAGCAGACATTGATACAAA
TTGGTATGATGCTCACGCAACCTTCTATGGTGGTCCGTCAGGAGCTGGAACCATG
CGTAAGTTCTAAAATCAAACTTTCATTTTTATTCTATATGAGTTTTTAAATGATAT
AAATTGTTTATACGTTATTTAGAATCTAAAAAATAAAGAACTATGAATCTCCATT
ATTTTGTTTGCCTAATATTTCAAGTTTTTTATATCATACGTTATGTGTTACATGAAG
TTCAAATGACTATTCGTTGTTAGTTATTTTATATGAATGAAGAACATACGGGAAA
CAAGTTGTGTACCTAATCCTTTCTTGTATTTGTGCAGAGGGGGCTTGTGGTTATGG
TGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACC




GCAACAAATTTTTGTCCTCCAGATTACTCCAAAACCACTGATATTTGGTGTAATCC
ACCACAAAAACACTTTGACTTGAGTTATAAAATGTTCACTTCTATTGCCTACGAA
AAAGGCGGTATCATACTAGTTAAATATCGACGTGTTTCATGTTTCAAAAGAGGGG
GTGTAAGGTTTGAGATCAACGGAAACCCTAATTTCTTGTTAGTTTTGGTGTTCAAT
GTTGCCAATGCTGGCGATGTTTCTCGTGTTAGTGTCAAAGGGTCTAAGACTGGCT
GGATTCCCATGAAACGCAATTGGGGACAAAAGTGGGATTCTGGAGTTAATTTGGT
AGGACAAGCTTTGTCATTTCAAGTTACTACAAGTGATGGAAAAACTTTGGAATTT
TATTCAGTTTCTCCTTACAACTGGCAATTTGGACAGACTTATGAGGGTCAGGGTA
ATTTTTAGATAAAATTTAATACGTTAATATATCTAGTCACAAAATTATTAGGAGA
ATGTGTTAAAAAATAATAATTATTCGGAGTATCATGTAATTTTAATTCTAGTATTT
TGATGGAATAAAAGTACGTGATTTAT






