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Species: Oryza sativa

Locus: LOC_0Os06g41700

Gene Model: LOC_0s069g41700.1
Description: OstEXPA-28
Family: Alpha Expansin

3D structure:
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DOMAIN ARCHITECTURE
Query seq. u—-—u—-—n--a—--u--—n—-—u--—u—-u——u—-—u—u

Superfanilie: PLNO0OS0O

List of domain hits

Name  Accession Description Interval E-value
[+] PLN00050 super family cl31535 expansin A; Provisional 52-258 2.56e-80

SEQUENCES
Peptide
>OstEXPA-28

MSSVLLFLLLLLLSGVSLSGCIRLGNGGYEEWRMGSATYIKESLGHPLNDGGGACGY

GDLDIFRYGRYTAGVSGALFGRGSACGGCYEVRCVNHVLWCLRGSPTVVVTATDFC
APNLGLSDDYGGWCNFPKEHFEMSEAAFLRVAKAKADIVPVQFRRVSCDRAGGMRF
TITGGASFLQVLITNVAADGEVAAVKVKGSRTGWIPMGRNWGQNWQCDADLRGQP

LSFEVTGGRGRTVVAYSVAPPDWMFAQTFEGKQFVE*

CDS (coding sequence)
>OstEXPA-28

ATGAGCTCAGTGCTGCTGTTCTTGCTTCTGCTGCTGCTTTCTGGAGTGAGCTTGAG
TGGCTGCATAAGGCTTGGCAATGGCGGGTATGAGGAGTGGAGGATGGGCTCGGC
GACCTACATCAAGGAGTCCCTGGGGCACCCGCTGAATGATGGTGGTGGAGCCTGT
GGGTACGGCGACCTGGACATCTTCAGGTACGGGAGGTACACCGCCGGCGTGAGC
GGCGCGCTGTTCGGGCGCGGCAGCGCGTGCGGCGGCTGCTACGAGGTGCGGTGC
GTGAACCACGTGCTGTGGTGCCTCCGCGGCAGCCCGACGGTGGTGGTGACGGCCA
CCGACTTCTGCGCGCCCAACCTCGGACTCTCCGACGACTACGGCGGCTGGTGCAA
CTTCCCCAAGGAGCACTTCGAGATGTCGGAGGCCGCGTTCCTCCGCGTCGCCAAG
GCCAAGGCCGACATTGTGCCGGTGCAGTTCCGGAGGGTGAGCTGTGACAGGGCA
GGGGGGATGAGGTTCACCATCACCGGCGGCGCCAGCTTCCTGCAGGTGCTGATCA
CGAACGTGGCGGCGGACGGGGAGGTGGCGGCGGTGAAGGTGAAAGGGTCGAGG
ACCGGGTGGATCCCGATGGGGAGGAACTGGGGCCAGAACTGGCAGTGCGACGCC
GACCTCCGCGGCCAGCCGCTGTCGTTCGAGGTCACCGGCGGGAGGGGCCGCACG
GTCGTCGCCTACAGCGTCGCGCCGCCGGACTGGATGTTCGCGCAGACCTTCGAAG
GCAAGCAGTTCGTCGAGTAG

Nucleotide
>0OstEXPA-28

GCAAATCCCAATAAAGCGAGAGCAGAAAGGAAGGACCCCTTCCACCACTCTCCC
CCTGTGTTGTGCCTGTGCTCCTCTCATCTTTGACTACCCACGATTCCAGTCTCCCA
CCACAGGCCAAAACACTGCAACATTTCAGACTTCACAGTTCACAGTGAGTTCAGA
CCAAGAACACAAGAATACCAAAAAGAACAGCACCAAGAACTCTCCTCCAATCCA
TCACAGACATTTTTCTTCCCTCCAAGAGAGGCATTGATCATCAGAGAGTAGAGCC



AGGGCGTGTGTGTGTGTGATGAGCTCAGTGCTGCTGTTCTTGCTTCTGCTGCTGCT
TTCTGGAGTGAGCTTGAGTGGCTGCATAAGGCTTGGCAATGGCGGGTATGAGGAG
TGGAGGATGGGCTCGGCGACCTACATCAAGGAGTCCCTGGGGCACCCGCTGAAT
GATGGTATGTGCAATCTGTGTGTGTGTTTTTTAACAGATTAAGCTTCTGAATCTTT
GTCAGTTGGTAGGATCAAGAACATATGCCCTTTTTCTGCATTTTTCTTTGGATGGA
TTCATCATGGAGATGGTGAATGTAGTTTGCAAGGATGAATGGTGGGCAGATGGTG
TAGTATTGTGCAGATCCGGCATAGTGGGAAGTGAAGTTCAAGTTAGAAGTAGGA
AACAGGAGTGAAGATTCACTGCTGAAACTTGTTCTTCCCTTTCTCTTTCTTCAGAT
AGATTGTGACTCTTCGAACTGAACTTCCAATGTGTGTCCTGTTGTTGGCAGGTCCA
TTTTGTTTTAATTTGTAAAAAAGGTTAGTAAAAAGGTTTCTTTCAGGGTTATAAAA
GAATGTTGGTGCCAATGCTAATAAAGCTATCATTCCAATCAAATATTTTGTCTAAT
ATCATTAGATAAAACCTTTTATGTGCATTAGTGCACTAATGCTTTCCTAGTCGGAC
GAAAAAAACAAACGATAATACTACATTATTGGACTAAGTGGGCCTTAAATTATTG
GACTAATGCTGTCCTAGTAGTACCAGTTATCTTTTTTCCTTTTAGGTAGGTTATAG
AAAAGCTGAGGCACATTGAATGCATTTGACAATAATACTACTATAGTTATGACAG
GCAATCTGGTACTATCATATGATATTTCCTTGCTGTTTACTGTCCATGACGTAGTA
CACATTTAAGTCCTTGAGAGTACATTTGCAGTAATTGCTCCATGGATTATTAAGTG
TCAAAGTAACGCAACATATATTGTCAGATCAAGATTCATGGCAGCCCAACCACAC
TGCATTTCCTCACTTGGGATATCCTGAATTCAAGGACATCTCAACATGATCAAACT
ATCTAGTACCACCCTTTGTTCCAAATAAGTTCATTTTTCATCCATTCCATACATAC
CAATACAAAACCACTTGTTTCATAAAAAGAAAAAAAAACACTTTCTTCTATTGAA
TTACTGAAATTGTTAAAAAAAATGAAATAAAATGTTAATTTGCTGCTATAATCAA
ATCAATAATCCACGGCAATAATCTGCTCAAAACTCTATCTTGAAACAGGGCCTTA
ATCTTGACATCTTGTTGGCTACTGTAAAGCTGATCATCTCCATCTCACTTGACAAC
GGAGCAAAAATTATCAATTTTTTGTCTGAATGCAATGTGTTGTCTGAAGTCTGAA
CTTTGAACCTGCAAATGCAAGGTGGTGGAGCCTGTGGGTACGGCGACCTGGACAT
CTTCAGGTACGGGAGGTACACCGCCGGCGTGAGCGGCGCGCTGTTCGGGCGLGE
CAGCGCGTGCGGCGGCTGCTACGAGGTGCGGTGCGTGAACCACGTGCTGTGGTGC
CTCCGCGGCAGCCCGACGGTGGTGGTGACGGCCACCGACTTCTGCGCGCCCAACC
TCGGACTCTCCGACGACTACGGCGGCTGGTGCAACTTCCCCAAGGAGCACTTCGA
GATGTCGGAGGCCGCGTTCCTCCGCGTCGCCAAGGCCAAGGCCGACATTGTGCCG
GTGCAGTTCCGGAGGTAAAACAATAAGCTTCTCCCACACTTTTCTTTTACATCACC
ATAGTCTCCAATACATGTTTTTGTTACTTATAGTTATATGTTAGTGAAGTGAAACG
AGTAGAGCGACATGGAGATATACATTTTTAGGACAAATTCACTACTTGCTTCGTC
TCAAAATATAGCAAGCTAATACTAGATTAGATCTAGTGTGTGTTAGCTTCGGCTC
TGCTAGTATGGGTTGTTTATCGATCCTATTGGTGTGAGAGTTTTGACTCTTGTTTTT
TTTCCCTGTACTGTTCTGAATGTTCTCCTTCTTGGTACAATGTTTGGTCGGAAAAG
CCGGCGCGGCAAAAAAAAGTACTAGATTGGACTCAATTAGTTGTGTTCAGATTTG
TAGTACTAGGTTGTGTCTAATCTAATACTACTAGATTACTGTATTTTAGGACGGAG
AGAGTACTATCTTAGTACGATTGAGTAGTCCAAGCAGTTTTAAGTTTGATTGCCC
GTATTCTGGAACTTCATCTATCAGAGGGAGTATTAGAGCAGGTACAATAGCAGAC
TATTAGCCAGCTATAAATATATTTTAATGAGATAAAAGATGAGAGAGAAGAGCA
GCGGGCTATAGATCTGTAGCCAGCTGCAACACGGACTCCAAGACGCAGTGTGTGT
ATGACATGTGGGACCATATATTAATAGTATAGTAAGCAACTGCTATTAGATTGAC
TATAGATGAATTGGAGCTAGTAGTGGGCTATACTATTAAACTTGCTCTTAGAGCA
GGTACAATAGCAGGCTATAAGCCAGCTATAAACATATTTTAAAGAGATAAAGGA
AGAGAGAGAAGAGCAGTGGGCTATAGATCTGTAGCTAGCTGCAACACGGACTTC




AAGACGTAATATGTGTATGACAGATGGGACCAAGTATTAATAGTATAGTAAGCA
ACTATTGTATGAATTAGCTATTACATTGGCTATAAATAATTTGGAGTTAGTAGTGA
GCTACTATTAAACTTGCTCTTAGTACTGCACACATCATGTTCATGATTTGCTCGCT
GGTCATTGATCACTTGTAGCGTATCATTCTGCAACTAGCTGATGTGTGAATTCTGA
CCATGCAAAAAGGGCATGGCGCTATCATTCTTGAGTAGTGCATTTGGAGTGTGTT
TCTCTAGGCTGAACCAGTGCTGCTTTTGCGAAAGTTCAGAATGATGTTTGATCATT
GGAGATGGAACACAGAATATGCGGACAGTGCGTGTTTCCTGCTGCTTTGCATGGA
GCAAAGAGCAGCTTTAAATCTTTAATCACTGCTGCTAGCTTCCCCCTTTTTAAATC
TGACTTGTGCTTTGTTAATTATGAGCACCTCCACAGTTTCAGACAATTGCCATGAG
TGTGTCCCATTGCCCCAACTGCTGATGCAGGAGTACACTCCAAGTATTCCATTTTT
CTAGAACTGTAGTAGTACTACAACTCTAACAAGATAAGGTTAAATCTTACTGCCA
ATCTGCTGAATTCCGCATGAGTCAAAGCATCACTTTTTTTAACGACTCGTATTAAA
CAGTATGAAGTTTTATAACAAACTACCGCAATTTGGGTTTTCATGACATTAGCCAT
TGATGGATGAACTCTAGATAGTACTACAACTCCAATAAGAGAACCAAAAATTTAG
CTGCAACTACTGATCAGCTCTGCGTGAATCAAAGCATCAAACACATCCATGGGCG
GCGGAGCTAGAGTGAGATTGAGGGGGGTGCTACTTGTTTAATTTACTCTGTCTTA
TATTAAGTTTAAGCTAATGCGGATGTCTAAATTTGTATTGAGAATGGTGCACACG
GTGAAAATAGGTTAGGTATAGCTATAATTTTTTTTTGACCAGGTTCCTGGGCATGC
CACCTTAATACTCTAGCTCCGCCCCAGAACACATCGGCACATTGCTCATATCGGG
TTCCATCTAATGAATGAACGAAATGAGTGGTGGTGGTGCAGGGTGAGCTGTGACA
GGGCAGGGGGGATGAGGTTCACCATCACCGGCGGCGCCAGCTTCCTGCAGGTGC
TGATCACGAACGTGGCGGCGGACGGGGAGGTGGCGGCGGTGAAGGTGAAAGGGT
CGAGGACCGGGTGGATCCCGATGGGGAGGAACTGGGGCCAGAACTGGCAGTGCG
ACGCCGACCTCCGCGGCCAGCCGCTGTCGTTCGAGGTCACCGGCGGGAGGGGCLC
GCACGGTCGTCGCCTACAGCGTCGCGCCGCCGGACTGGATGTTCGCGCAGACCTT
CGAAGGCAAGCAGTTCGTCGAGTAGGTGTCGACGATGTGGGTGTCATTCTTGGAA
TGATTGTAATTATTATGGTTATAATTATATTATACAGGTGAAAAACAACTGTTTTG
GTTTGGTTTTGGTTTGGATGTTGTTGTTTGATCTGCTCAGCATGGCAAACGAAATT
ATTATAGAGTTAATCAGTTAATGAAGGATTGACAAAAAAAATGTTTGGCTAA






