IDENTIFICATION

Species: Mimulus guttatus
Locus: Migut.L01949

Gene Model: Migut.L.01949.1.p
Description: MgeEXPA-18
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Mguttatus v2 0
KEGG:-
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https://phytozome-next.jgi.doe.gov/info/Mguttatus_v2_0
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SEQUENCES

Peptide

>MgEXPA-18

MAAAATLLLYIGSILCFITTARAKIFGVYAGGPWQNAHATFYGGSDASGTMGGACG
YGNLYSQGYGVNTAALSTALFNNGLSCGACFEIKCDAAQDSKSCNPGSPSILITATNF
CPPNNALPNDNGGWCNPPRTHFDLAVPMFIKIAEFRAGIVAVNYRRVACRKQGGVRF
TVNGSKYFNLVLITNVAGAGDIVRVSIKGTNTQWLTMSRNWGQAWQSSSVLVGQAL
SFRVTGSDGRTSTSMNVAPPNWQFGQTFTGKNFRV*

CDS (coding sequence)
>MgEXPA-18

ATGGCAGCTGCAGCGACATTGCTTCTCTACATTGGCAGCATCCTCTGCTTTATTAC
AACTGCTCGCGCCAAAATCTTCGGTGTCTACGCCGGCGGCCCCTGGCAGAACGCC
CACGCCACCTTCTACGGCGGAAGCGACGCCTCCGGCACCATGGGTGGTGCGTGLG
GGTATGGGAATCTGTACAGCCAGGGCTACGGCGTGAACACGGCGGCGCTAAGCA
CGGCGCTGTTCAACAATGGGCTGAGCTGTGGTGCATGCTTCGAGATCAAGTGCGA
CGCGGCGCAGGACTCCAAGTCGTGCAACCCGGGCAGCCCCTCCATTCTTATTACC
GCCACCAACTTCTGCCCGCCTAACAACGCGCTGCCCAATGACAACGGCGGCLTGGT
GCAACCCACCTCGCACGCATTTCGATCTCGCCGTGCCCATGTTCATCAAGATCGC
CGAGTTCCGCGCCGGCATTGTCGCCGTTAACTATCGCCGGGTGGCGTGCAGAAAG
CAAGGCGGGGTCAGATTCACAGTCAACGGCTCCAAGTACTTCAACCTGGTTCTGA
TCACCAACGTCGCGGGTGCAGGTGATATCGTGAGGGTGAGCATAAAAGGTACAA
ACACACAGTGGTTGACCATGAGCCGCAATTGGGGCCAAGCTTGGCAATCCAGCTC
CGTTCTTGTGGGCCAGGCCTTGTCCTTCAGAGTCACCGGCAGCGATGGCCGTACA
TCTACTTCCATGAACGTGGCACCCCCTAATTGGCAGTTCGGCCAGACCTTCACCG
GCAAAAATTTCCGCGTCTAG

Nucleotide
>MgEXPA-18

CCCCTCCATCTTCCTCCTGATTCTTCTACATTCGCCCCCAAATCCTTCACTTTCTCT
CTCTAAACACACCTCTACTTACTCCCCACTCTTTCTTCTCTCTCTAGCTTAACTTTT
CAAAATTTAAATCCATAATCGGAAAAGTGAGAAAATGGCAGCTGCAGCGACATT
GCTTCTCTACATTGGCAGCATCCTCTGCTTTATTACAACTGCTCGCGCCAAAATCT
TCGGTGTCTACGCCGGCGGCCCCTGGCAGAACGCCCACGCCACCTTCTACGGCGG
AAGCGACGCCTCCGGCACCATGGGTACTAATTAATTAATATATTTATTAATTATTG
TTTTGCAAAAGCCCTAGCGAGCTATAAACTAATTAAAAAACATTTTGTTGCTTTTC



TTAAGGTGGTGCGTGCGGGTATGGGAATCTGTACAGCCAGGGCTACGGCGTGAA
CACGGCGGCGCTAAGCACGGCGCTGTTCAACAATGGGCTGAGCTGTGGTGCATGC
TTCGAGATCAAGTGCGACGCGGCGCAGGACTCCAAGTCGTGCAACCCGGGCAGC
CCCTCCATTCTTATTACCGCCACCAACTTCTGCCCGCCTAACAACGCGCTGCCCAA
TGACAACGGCGGCTGGTGCAACCCACCTCGCACGCATTTCGATCTCGCCGTGCCC
ATGTTCATCAAGATCGCCGAGTTCCGCGCCGGCATTGTCGCCGTTAACTATCGCC
GGTAATTTGAAGCTTCATGTTTTTTATTCTCTTGTGAATTGACCATTTTGTCCTCTA
GTCGTTGGCATTACTCCGCTCACATTTTCCTAAAATGTTGGGCATATGTGGGTTTT
CACACTATTTTGAAAACTTGACGAAAATACCCCCATTTTTCCTCAATTGATATGGG
CTCCACTAAATTGGGCCCACCCAAACAACCTTAATTGGGCCAATAAATTTACAAA
TCCATCATCATTAGCTCATTATGCCAGTCCATTGGGTTATTGTCACGTGACCAAAC
TCTATTTATTATATTATAATGATTAAAAACTGATTAAAAAAGAAAATGTAATTGTT
TTTGACAGGGTGGCGTGCAGAAAGCAAGGCGGGGTCAGATTCACAGTCAACGGC
TCCAAGTACTTCAACCTGGTTCTGATCACCAACGTCGCGGGTGCAGGTGATATCG
TGAGGGTGAGCATAAAAGGTACAAACACACAGTGGTTGACCATGAGCCGCAATT
GGGGCCAAGCTTGGCAATCCAGCTCCGTTCTTGTGGGCCAGGCCTTGTCCTTCAG
AGTCACCGGCAGCGATGGCCGTACATCTACTTCCATGAACGTGGCACCCCCTAAT
TGGCAGTTCGGCCAGACCTTCACCGGCAAAAATTTCCGCGTCTAGAATTTTTATTT
ATTTTGGGAATTAAATTTACTAATTTGTTGTTTTTTTAACTGGTCAGCTACACTTAC
CTTTTAATTCTCCTTTTTTTTATTTTATTAAAAAGAGAGTGTGGTGGCTGAAGCGG
CTAACGGAAAATAGATGTAGCCCGCAGCTTCAAATTATTATTAATGTAATTGATA
TAATTCATATTTT






