
IDENTIFICATION 

Species: Oryza brachyantha 

Locus: XP_006654542 

Gene Model: XP_006654542.1 

Description: ObEXPA-21 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

NCBI: https://www.ncbi.nlm.nih.gov/genome/10862?genome_assembly_id=1593936  

KEGG: https://www.genome.jp/entry/T02995  

EXTERNAL RESOURCES 

https://rice-genome-hub.southgreen.fr/organism/1941498  

https://www.ncbi.nlm.nih.gov/genome/10862?genome_assembly_id=1593936
https://www.genome.jp/entry/T02995
https://rice-genome-hub.southgreen.fr/organism/1941498


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>ObEXPA-21 

MAIAGVLFLLFLAREASAAGYGGWQSAHATFYGGGDASGTMGGACGYGNLYSQGY

GTNTAALSTALFNDGAACGSCYELRCDNDGRWCLPGSITVTATNFCPPNYGLPSDDG

GWCNPPRPHFDMAEPAFLHIAQYRAGIVPVSYRRVPCVKRGGIRFTVNGHSYFNLVL

VTNVAGAGDVRSVSIKGSRTGWQPMSRNWGQNWQSNAFLDGQSLSFQVTASDGRT

VTSNNVAHPGWQFGQTFEGGQF 

CDS (coding sequence) 

>ObEXPA-21 

TCGGTTCGAGCGAGTGAGGTGAGCGATTAGATACCCTCGCTCTCGAGGTGCGTAC

GTAACACTTGCTAGGCACAAACGCAGCGAGCAATGGCCATCGCCGGCGTTCTCTT

CCTCCTCTTCTTGGCCCGGGAAGCCTCGGCCGCCGGGTACGGCGGGTGGCAGAGC

GCCCACGCCACGTTCTACGGCGGCGGCGATGCGTCCGGCACGATGGGCGGGGCG

TGCGGTTACGGCAACCTGTACAGCCAGGGGTACGGCACGAACACGGCGGCGCTG

AGCACGGCGCTGTTCAACGACGGCGCGGCGTGCGGGTCGTGCTACGAGCTGCGG

TGTGACAACGACGGGCGGTGGTGCCTGCCGGGCTCCATCACCGTCACGGCCACCA

ACTTCTGCCCGCCCAACTACGGCCTCCCCAGCGACGACGGCGGCTGGTGCAACCC

GCCCCGCCCCCACTTCGACATGGCCGAGCCGGCCTTCCTCCACATCGCCCAGTAC

CGCGCCGGCATCGTGCCCGTCTCCTACCGCAGGGTGCCGTGCGTGAAGAGAGGA

GGCATCCGGTTCACCGTGAACGGGCACTCCTACTTCAACCTGGTGCTGGTGACCA

ACGTGGCCGGCGCCGGCGACGTCCGGTCCGTCTCCATCAAGGGCTCCCGCACCGG

GTGGCAGCCCATGTCGCGGAACTGGGGCCAGAACTGGCAGAGCAACGCCTTCCT

CGACGGCCAGAGCCTCTCCTTCCAGGTCACCGCCAGCGACGGCCGCACCGTCACC

AGCAACAACGTCGCCCACCCCGGCTGGCAGTTCGGCCAGACCTTCGAGGGCGGC

CAGTTCTAGACGCCGCCGCCGTCTCACATATATGGTCTTTCATGTCCTTCGTCTTC

GTCGTCGGCGTCGTCTCTTCTTCCTTTTCTTCTTCTTTTGAGAGATTATTTATTTTCC

GCAAGAGAAAGAAGCTAGCCTCTTCGTTATAGTGGAGAAGAGGTTGTGGGCTAT

GCTGAGGCTGCTAATTAGCACCCGCTTAGACGTTTTCCTTCTCTGGATCAGTCCAA

TAATGACTGGACCGGTCCACCATCAAGTGTAGTGGTAGTGGTGAAGAGTACTAGT

ACTGGGAGAGAAAATCAATAATTGTATTGATTTAAATTTCTACTTTTGAGCGTTCT

AGTTCTTGTACCTGGGTGATGGCCTTTGCAGCGGAATTTAAAACCGCAAGGCCGT



GTTTATTTATCAAGGATTATTGATGTTGTCCTAGCTAGTAGCTTTAGCTTCGGTCT

CCTATAGCACCATATATAGCAGAGTGTTGGATTGGTGGCA 

Nucleotide 

>ObEXPA-21 

CTTCGCGGGCGTGCATGCGTGTTTCGCCGCGGCGACCGAACCCGACAGGAGACA

AAAGCGATAAAGCGCCGGAGTCTGAGCACTGCACGGCACCGACTAGCAACAGCG

CGCGGTACAGCACTCACCACCGCCACCCTCACTGCACACCTTCCAAAGCTTGCAC

GAAATTAACCAAAGCAGCATTAGCTAGCTGGTTACTGGAGTATTGCACATTTGCA

CTGCTAGAGCCATCGAAGAACACATGCCCATGCGTGCGTGTGTACGCAAGCGAG

CGAATAATCAAGGCCATCACAAGCTTTACCATTCGCATACGGCGACCGACAATGC

TCGTGGCCGCAGAAAGGCGCGACAAGCATGCCCCCACGCACATCGCCCATCCCC

ATGTGACGAGAAGATACGGCCGGGGATTAAGTACACACCAATTAAATCCCTCCA

AGAAAACACTAAGTACACCTTAATTGATTGCTTCATTACGGCCAAACAAACAGAA

CACAGAGAAATGCCACCAATCCAACACTCTGCTATATATGGTGCTATAGGAGACC

GAAGCTAAAGCTACTAGCTAGGACAACATCAATAATCCTTGATAAATAAACACG

GCCTTGCGGTTTTAAATTCCGCTGCAAAGGCCATCACCCAGGTACAAGAACTAGA

ACGCTCAAAAGTAGAAATTTAAATCAATACAATTATTGATTTTCTCTCCCAGTACT

AGTACTCTTCACCACTACCACTACACTTGATGGTGGACCGGTCCAGTCATTATTGG

ACTGATCCAGAGAAGGAAAACGTCTAAGCGGGTGCTAATTAGCAGCCTCAGCAT

AGCCCACAACCTCTTCTCCACTATAACGAAGAGGCTAGCTTCTTTCTCTTGCGGAA

AATAAATAATCTCTCAAAAGAAGAAGAAAAGGAAGAAGAGACGACGCCGACGA

CGAAGACGAAGGACATGAAAGACCATATATGTGAGACGGCGGCGGCGTCTAGAA

CTGGCCGCCCTCGAAGGTCTGGCCGAACTGCCAGCCGGGGTGGGCGACGTTGTTG

CTGGTGACGGTGCGGCCGTCGCTGGCGGTGACCTGGAAGGAGAGGCTCTGGCCG

TCGAGGAAGGCGTTGCTCTGCCAGTTCTGGCCCCAGTTCCGCGACATGGGCTGCC

ACCCGGTGCGGGAGCCCTTGATGGAGACGGACCGGACGTCGCCGGCGCCGGCCA

CGTTGGTCACCAGCACCAGGTTGAAGTAGGAGTGCCCGTTCACGGTGAACCGGAT

GCCTCCTCTCTTCACGCACGGCACCCTACAAAGAAATCACACGCGGTTAATGCTA

ACAACCTGCCGGTGAAATTGAAGTCGGGCCGAATCAGTGTGAAGCAGTACGACG

TGTCAGAGGCTACAATGGCACGACGCAGAGCATGCACATGCGTAAACCATGGTA

GCAGCAGTAGCCTATCCGCATGCAACGTATCAAATCTGCAGGCTGGTCCCATCGA

AAACTAAATGGGCACAGCAGCACGGCCGAGCCTAACGTGGGCCCGGTGTAAAGT

CGGAACCGACCGACGTCGCGTGTTTAATTGATCCGTGGCAGTACAGGATCGACTA

AAGTCGCAAAGCGATTACTGACCACTAGTGGTACGTTTCTAACGTTGGGTTCTAC

GGTAGCCAGCCAGCCAGCTGATCAGGATGATGGTGGATCGGGGTCGGACCTGCG

GTAGGAGACGGGCACGATGCCGGCGCGGTACTGGGCGATGTGGAGGAAGGCCGG

CTCGGCCATGTCGAAGTGGGGGCGGGGCGGGTTGCACCAGCCGNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN



NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNGGGGGGGGGGGGTGCCCCCAGCCGCCGTCGT

CGCTGGGGAGGCCGTAGTTGGGCGGGCAGAAGTTGGTGGCCGTGACGGTGATGG

AGCCCGGCAGGCACCACCGCCCGTCGTTGTCACACCGCAGCTCGTAGCACGACCC

GCACGCCGCGCCGTCGTTGAACAGCGCCGTGCTCAGCGCCGCCGTGTTCGTGCCG

TACCCCTGGCTGTACAGGTTGCCGTAACCGCACGCCCCGCCTGCAAGCACGCGAA

AAAAAAAGACCCGATCACTTCGCCATCATCAAGTCTCTCTCTCTCTCTCGCTCTAG

AGCTAGATACAGTAACACGCTGCATTCGCCGGGCTAGTTAGCTAGCTACTCACCC

ATCGTGCCGGACGCATCGCCGCCGCCGTAGAACGTGGCGTGGGCGCTCTGCCACC

CGCCGTACCCGGCGGCCGAGGCTTCCCGGGCCAAGAAGAGGAGGAAGAGAACGC

CGGCGATGGCCATTGCTCGCTGCGTTTGTGCCTAGCAAGTGTTACGTACGCACCT

CGAGAGCGAGGGTATCTAATCGCTCACCTCACTCGCTCGAACCGAAGGTTGGCAG

TGAAGAGGTTGGCCCTCCCAGCCGAAGGTATTTATAGCCAGGCCAAAAGGCCAA

CGCTAGCGAGTGCCGGTGGCGGTTGGATGGATACACACTCTCAATGGATGCCCCG

CCTCGGCGCCGTGCACATCTTTTTCTCCCCCCGCCGATTTGATGAGAGAAAGTAA

AAAAGAAAAAAAAAAGAAGAGGGGAGGCCGGCCGGATTAGCCAGCTCCCCTGA

CGTGCCGGGTGACCACGGACGGCCACGGTGGCCACACCGGCAGTTAATACATAC

AAATCAGGCGCACATGCGAGTGTCCTCCCCCCCACGCACCAACTGCTCGGTGAAG

TGGCGCGCGTGCGGGGGCCCCGTCCCCCCACATGGCTCTCGCGAGCGCCGCGCAG

CCGCAGCCCACCCAGTTTGCAACTGGCGCAGCGGCGCGTGGGTGGACCGTGCGGT

GCGGATCGCGGTGTTGCGCTCGGCCTGGGCGGGCGGCTCGGTGAAATGCGCGGC 




