
IDENTIFICATION 

Species: Arabidopsis thaliana 

Locus: AT2G45110 

Gene Model: AT2G45110.1 

Description: AtEXPB-05 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

TAIR: https://www.arabidopsis.org/  

KEGG: https://www.genome.jp/entry/T00041  

 

https://www.arabidopsis.org/
https://www.genome.jp/entry/T00041


EXTERNAL RESOURCES 

https://www.gabipd.org/database/cgibin/GreenCards.pl.cgi?Mode=Show&QueryKey=197c0e

f939ecd1d29302d8a4a92c1bc3&x.Overview=1&Start=1  

GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>AtEXPB-05 

MASSQRYFALLALFAVSLKFCYCQNETIDVAGSGTAGVTWYGEPFGAGSTGGACGY

GSAVANPPLYAMVSAGGPSLFNNGKGCGTCYQVVCIGHPACSGSPITVTITDECPGGP

CASEPVHIDLSGKAMGALAKPGQADQLRSAGVIRVNYKRAACLYRGTNIVFRMDAG

ANPYYISFVVEYENGDGDLSNVEIQPAGGSFISMQEMRSAVWKVNSGSALRGPFNIRL

TSGESHKVIVAYNVIPANWKPDESYRSIVNF 

CDS (coding sequence) 

>AtEXPB-05 

ATGGCATCATCACAAAGATATTTCGCTCTCCTAGCTCTTTTCGCAGTCTCACTAAA

ATTTTGTTATTGCCAAAATGAGACTATAGATGTAGCTGGATCGGGAACCGCCGGA

GTTACTTGGTACGGTGAACCATTCGGCGCCGGTAGCACCGGAGGAGCTTGTGGGT

ACGGTTCCGCGGTGGCTAATCCACCACTATACGCGATGGTTTCAGCCGGAGGTCC

TTCGCTGTTCAACAATGGAAAAGGATGTGGAACATGTTATCAGGTTGTATGCATC

GGACATCCAGCGTGCTCGGGGTCACCAATAACGGTGACGATAACCGACGAGTGC

CCTGGTGGTCCTTGCGCCTCTGAACCAGTCCACATTGATCTTAGCGGCAAAGCCA

TGGGTGCCTTAGCCAAACCTGGCCAAGCCGATCAACTTCGATCCGCTGGTGTTAT

ACGTGTCAACTACAAACGTGCGGCATGTTTATATCGAGGAACTAACATAGTTTTT

CGTATGGACGCTGGAGCAAATCCGTACTACATTTCATTTGTTGTTGAGTATGAAA

ACGGCGATGGAGATTTGTCCAATGTTGAAATTCAACCAGCCGGCGGAAGTTTCAT

CTCCATGCAAGAAATGAGATCCGCCGTATGGAAGGTCAACTCAGGCAGTGCCCTA

AGAGGACCATTCAACATTAGACTTACTTCTGGTGAATCTCATAAAGTAATCGTCG

CTTATAATGTTATTCCGGCGAATTGGAAACCTGACGAATCTTACCGTTCAATTGTT

AACTTTTAG 

 

 

https://www.gabipd.org/database/cgibin/GreenCards.pl.cgi?Mode=Show&QueryKey=197c0ef939ecd1d29302d8a4a92c1bc3&x.Overview=1&Start=1
https://www.gabipd.org/database/cgibin/GreenCards.pl.cgi?Mode=Show&QueryKey=197c0ef939ecd1d29302d8a4a92c1bc3&x.Overview=1&Start=1


Nucleotide 

>AtEXPB-05 

ATCAAATTCACAAATACCTTTAAAAGAGTATAGAAAGCTTGGTTTATACAAAACA

AAGTATATAGCTAGATATATCAATGGCATCATCACAAAGATATTTCGCTCTCCTA

GCTCTTTTCGCAGTCTCACTAAAATTTTGTTATTGCCAAAATGAGACTATAGATGT

AGCTGGATCGGGAACCGCCGGAGTTACTTGGTACGGTGAACCATTCGGCGCCGGT

AGCACCGGTACGTAATAATATTACATATTTCTAACAATATATATACATAAATTCTT

AGAATAGTAAATTCATTTATATGATGCTTAAATGTGTGTATATATATATATATATA

TATGTGTGTGTAGGAGGAGCTTGTGGGTACGGTTCCGCGGTGGCTAATCCACCAC

TATACGCGATGGTTTCAGCCGGAGGTCCTTCGCTGTTCAACAATGGAAAAGGATG

TGGAACATGTTATCAGGTTCGTATGAATGTATATAGGGCAAGAGCGATTGTAATA

TATGTATTGTTGATCAGCTTTATTAATGCTTTTTAATTTCTGTAATGTATTATTTAG

TAATTTATTATAGTATGTTCATCTAAGAGGATACAATATTTTTTATATAGCTAAAC

TTGTTCATAAAACATGATAAATTGAGTATATATAATTATATATTCAATAAAATGA

CCAGTTATTATATCTTTGAAAAATGGTAAACTATGTTTGACATATTTAATTAATCA

GATAGAATGAACATTAACTATTTGGTTTGGAAAAAAATTGACGTAGCATGCAAGA

TCGGAATGTATATATATTATATGGTTACAACAAGATTTTACTTGTATCAACTAATA

TAGTATATGTTAACTTTTTTATTTATTAGGTTGTATGCATCGGACATCCAGCGTGC

TCGGGGTCACCAATAACGGTGACGATAACCGACGAGTGCCCTGGTGGTCCTTGCG

CCTCTGAACCAGTCCACATTGATCTTAGCGGCAAAGCCATGGGTGCCTTAGCCAA

ACCTGGCCAAGCCGATCAACTTCGATCCGCTGGTGTTATACGTGTCAACTACAAA

CGGTAACTATATATATATATATATATATACTTTAAAAATTCCCGGTTTTGAGTTTT

TTTTCTTAATTAAGTTATTTATTTACTTAATATAGAAATTGAAGAGAAACCATGAG

GTTATGTTTCCATGTATTTGAGAAAAATTGTGTTGGATATTGTTGATGCGTAAAAA

GAAAATAAAACTCTGATAAATCAAATAAATTACGTTACCATTTTTTTTTTCTACAA

AAAGAACTTAATTCAGTTAAAATATTTTTCTTAGTTGAGTATTTTGTTATTCAACT

ATTGACATGATATACCAATCACATATAAGATGTTCAAAAAATATGAAAATCTTGA

CTATTGTTTTTTTTTCTTCTTATTATCAGTGCGGCATGTTTATATCGAGGAACTAAC

ATAGTTTTTCGTATGGACGCTGGAGCAAATCCGTACTACATTTCATTTGTTGTTGA

GTATGAAAACGGCGATGGAGATTTGTCCAATGTTGAAATTCAACCAGCCGGCGG

AAGTTTCATCTCCATGCAAGAAATGAGATCCGCCGTATGGAAGGTCAACTCAGGC

AGTGCCCTAAGAGGACCATTCAACATTAGACTTACTTCTGGTGAATCTCATAAAG

TAATCGTCGCTTATAATGTTATTCCGGCGAATTGGAAACCTGACGAATCTTACCGT

TCAATTGTTAACTTTTAGGATTTTGTCATATTGTATTTCGACACATTTCATTGTGTT

CTCTAGTCAAACTTTGAAAGCTTCTGATATAGTAATGAATAATAAAAATATATAT

GATTTACC 

 


