IDENTIFICATION

Species: Oryza sativa Kitaake

Locus: OsKitaake03g043900

Gene Model: OsKitaake03g043900.1.p
Description: OskEXPA-14

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/OsativaKitaake v3 1
KEGG:-

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/bio data/185326



https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1
https://rice-genome-hub.southgreen.fr/bio_data/185326
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DOMAIN ARCHITECTURE

Query seq.
Superfanilies

PLN#D193
+ Name Accession Desecription Interval E.value
[+ PLN0O193 super family 33423 expansin-A Provisional 5-247 1.04e-117
SEQUENCES
Peptide

>0OskEXPA-14

MGNIFLQLLAVVALCIAPARSDWLPGTATFYGGADGSGTMGGACGYGNLYDQGYGI
NNAALSTPLFNDGASCGQCYLIICDYSKAPDWCKLGKAITVTGTNYCPPNYDLPYGG
WCNATRPHFDMSQPAWENIGIYNAGIIPILY QQVKCWRYGGVRFTINGFNYFELVLV
TNMAGSGSIASMSVKGSCTGWIQMTRNWGANWQCLAGLAGQALSFNVTSTGGQTI
VFDDAVPAGWSFGQTFSTYHQFDY*

CDS (coding sequence)
>0skEXPA-14

ATGGGGAACATTTTCCTGCAGCTGCTCGCCGTTGTTGCACTCTGCATTGCACCGGC
GAGGTCGGACTGGCTCCCGGGCACCGCCACGTTCTACGGCGGCGCCGACGGCTCC
GGCACCATGGGTGGTGCGTGCGGGTACGGGAACCTGTACGACCAGGGGTACGGC
ATCAACAACGCAGCGCTGAGCACGCCGCTGTTCAACGACGGCGCGTCGTGCGGG
CAGTGCTACCTCATCATCTGCGACTACAGCAAGGCGCCCGACTGGTGCAAGCTCG
GCAAGGCGATCACCGTGACGGGCACCAACTACTGTCCGCCCAACTATGACCTCCC
ATACGGCGGCTGGTGCAACGCTACCCGCCCTCACTTCGACATGTCCCAACCTGCC
TGGGAGAACATTGGCATCTACAACGCCGGCATCATCCCCATCCTCTACCAACAGG
TGAAGTGCTGGAGGTACGGGGGCGTGAGGTTCACCATCAACGGGTTCAACTACTT
CGAGCTGGTGCTGGTGACCAACATGGCCGGGAGCGGGTCGATCGCGAGCATGTC
GGTGAAGGGGTCATGCACGGGGTGGATCCAGATGACGAGGAATTGGGGCGCCAA
TTGGCAGTGTCTCGCTGGACTGGCCGGACAGGCGCTCAGCTTCAATGTCACCTCC
ACCGGCGGCCAGACCATCGTCTTCGACGATGCCGTGCCGGCGGGGTGGTCGTTCG
GCCAAACATTCAGCACCTACCACCAATTCGACTACTAA

Nucleotide
>0skEXPA-14

ACAATATCTAGCTAGCTAGTTATCTAGCTTAATTACTCTCGATCGACTGCACAGGC
TCAACCTAGCTAAGAGGAAATGGGGAACATTTTCCTGCAGCTGCTCGCCGTTGTT
GCACTCTGCATTGCACCGGCGAGGTCGGACTGGCTCCCGGGCACCGCCACGTTCT
ACGGCGGCGCCGACGGCTCCGGCACCATGGGTACGTATACGTCGTCTACTCCACA
TACGGCCCAAATGTCCGACTCACGTACGACTGAATTTGATTTATTTGATTGCCATG
GATTAACCGGATGCATGTGCGTATGTGTGCATACAGGTGGTGCGTGCGGGTACGG




GAACCTGTACGACCAGGGGTACGGCATCAACAACGCAGCGCTGAGCACGCCGCT
GTTCAACGACGGCGCGTCGTGCGGGCAGTGCTACCTCATCATCTGCGACTACAGC
AAGGCGCCCGACTGGTGCAAGCTCGGCAAGGCGATCACCGTGACGGGCACCAAC
TACTGTCCGCCCAACTATGACCTCCCATACGGCGGCTGGTGCAACGCTACCCGCC
CTCACTTCGACATGTCCCAACCTGCCTGGGAGAACATTGGCATCTACAACGCCGG
CATCATCCCCATCCTCTACCAACAGTAATAAGCACATTTACCGACCTGACATCTCC
TGAATTTGTATGTGTGAATTCTGAAGCGAAGCAGTACGTGTGTTGTGCTAAACCG
TTATGCTATGAATTGCAGGGTGAAGTGCTGGAGGTACGGGGGCGTGAGGTTCACC
ATCAACGGGTTCAACTACTTCGAGCTGGTGCTGGTGACCAACATGGCCGGGAGCG
GGTCGATCGCGAGCATGTCGGTGAAGGGGTCATGCACGGGGTGGATCCAGATGA
CGAGGAATTGGGGCGCCAATTGGCAGTGTCTCGCTGGACTGGCCGGACAGGCGC
TCAGCTTCAATGTCACCTCCACCGGCGGCCAGACCATCGTCTTCGACGATGCCGT
GCCGGCGGGGTGGTCGTTCGGCCAAACATTCAGCACCTACCACCAATTCGACTAC
TAAGCAGGGTTCAGACGTCGACAACATCGAGATCGTCATCTGAAATCTGAATGTC
TACGATCGATCATTCTTGTTTGGGATCATTTATTCGATTGTTCAGTTGGGATCATT
CATTGATTTCTAACTGATGGATGTAATTT





