IDENTIFICATION

Species: Sphagnum fallax

Locus: Sphfalx0003s0205

Gene Model: Sphfalx0000s0533.1.p
Description: STEXPA-04

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5
KEGG:-

EXTERNAL RESOURCES
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+ Name Accession Description Interval E-value
[+] PLN0OO193 super family 33423 expansin-A. Provisional 135-364 1.30e-100
SEQUENCES

Peptide

>STEXPA-04

MARSMGGAADLCMLAVALWAVLAVSITQGELTADSNGYTYTDDSGLHFSLAVDSP
PDAADFPQFSTQTTTTANTDIYGDVFAAAAASGGVQATTTDDTGLVFSLDPDDVGAG
SNGGASLAYQPIPGTSSVPSSTFTPGPWTLGAYSTFYGGADASGTMGGACGYGNLYS
QGYGTQTAALSTVLFNNGLTCGACYEIKCVNSKWCLPGSPTITLTATNLCPPNWAES
SNNGGWCNPPREHFDMAEPAFLQIAQYQGGIVPVTYRRVGCQKQGGIRFTINGNPWF
LLVLPTNIGGAGSISGLAIKGTGSTYFNLVQNWGQNWQLSGVVLVGQPLSFKVTLST
GQIVVLPNVAPSNWQFGETYEATQNCQ*

CDS (coding sequence)
>STEXPA-04

ATGGCTAGGTCCATGGGTGGTGCAGCTGATCTGTGCATGCTTGCAGTGGCATTAT
GGGCTGTGCTTGCTGTATCCATCACTCAGGGAGAACTGACTGCTGATAGCAATGG
ATACACCTACACTGATGATAGTGGTTTACATTTCAGTTTGGCTGTCGACAGTCCAC
CAGATGCTGCAGATTTTCCTCAATTCTCAACCCAAACTACTACTACTGCAAACAC
AGATATCTATGGAGATGTATTTGCAGCAGCAGCAGCTTCTGGAGGGGTCCAAGCT
ACTACTACTGACGATACTGGTTTAGTGTTCAGCTTAGATCCTGACGATGTTGGAG
CTGGAAGCAATGGTGGTGCCAGTCTCGCATACCAACCAATTCCTGGAACATCATC
AGTGCCATCCAGCACATTCACTCCAGGACCATGGACTTTGGGAGCTTACTCCACT
TTCTATGGTGGAGCAGATGCATCAGGCACAATGGGTGGAGCTTGTGGGTATGGAA
ACCTCTATTCTCAAGGATATGGGACCCAAACAGCAGCACTGAGTACAGTGCTTTT
CAACAATGGCCTCACCTGCGGAGCATGTTATGAGATCAAGTGTGTGAATAGTAAA
TGGTGTTTGCCTGGCAGTCCCACCATCACATTGACAGCTACAAATCTCTGTCCTCC
CAATTGGGCAGAGTCAAGCAATAATGGAGGTTGGTGTAACCCACCTCGAGAACA
TTTCGACATGGCTGAACCTGCTTTCCTTCAAATTGCTCAGTATCAAGGTGGCATTG
TCCCAGTCACATACCGAAGAGTTGGGTGCCAGAAACAGGGAGGAATTCGTTTCAC
AATCAATGGCAACCCTTGGTTCCTCTTGGTTCTTCCAACCAACATTGGAGGAGCT
GGAAGTATCTCTGGTCTTGCTATTAAAGGAACTGGAAGCACCTACTTCAATCTCG
TCCAGAACTGGGGTCAGAACTGGCAACTATCAGGTGTTGTGCTTGTAGGTCAGCC
ATTATCATTCAAAGTCACCCTCAGCACAGGACAGATCGTGGTGCTTCCAAATGTT
GCACCATCTAACTGGCAATTTGGTGAGACTTATGAAGCAACTCAAAATTGTCAGT
AA



Nucleotide
>SfEXPA-04

CTTCTTCTTCTGATCCTTTTGTGGAGATGGGTGTATGTGTATATGGGTGTTGCAGC
TAATCCAATGATGTGGTACAGCATTGCAGCTGCAGCAATTGATGATACCCAAGAG
CTGCTCTGAGTTCACTGGAGAGTTTTTTTCTTTTTTTTTTGAGTAGTTTGGGAAGCA
AACTAGGTGTTATGTTGTTCTTGCATCTGGAGTGTCTTTGAAGTGCACCGCAAGTG
TGAGTCATCATCATCATCATCATCCCCCTGTGGATCTGCAACAACACAATGTAAG
TGGAATCTACTGAACTTTGATCACTTGCAGGCAGGGATCTTAATATGTGCTGATG
ATCATCATCAAGTAATGGACATGCATTTGCAGTCTTTTGTTACTGTGTCTCAAGTG
TTGTCAAACAAGGATCATGCAAGAACACAAGAGAGTTAATGACAAGAGAGCTTG
CCAGGAGTTGTTGGATTGTAGCACTCATCATGTATTTGCTCAAAAAGGATTGATG
TGCTTCCTTCCCTTCAGTGAGAATAATGGCAGAAAATTCTCAAGTAGATTTGTAG
ATTGGTCTGATTATAATGCAAGTGGTAGGGAGCTCCACCACATTCCAAGCTTGTA
GATCAATCATGGAGACAGTTTCAAGCCTGGGTTGTAGCTCAGTACTACAATCTGC
ATGCAAAAGCAATGTCAGATCTAAAAAAAGTAATGTGTAGTGAGCTTCACTGTCA
TTGGTGGTGTGCAGGGCTAGGTCCATGGGTGGTGCAGCTGATCTGTGCATGCTTG
CAGTGGCATTATGGGCTGTGCTTGCTGTATCCATCACTCAGGGAGAACTGACTGC
TGATAGCAATGGATACACCTACACTGATGATAGTGGTTTACATTTCAGTTTGGCT
GTCGACAGTCCACCAGATGCTGCAGATTTTCCTCAATTCTCAACCCAAACTACTA
CTACTGCAAACACAGATATCTATGGAGATGTATTTGCAGCAGCAGCAGCTTCTGG
AGGGGTCCAAGCTACTACTACTGACGATACTGGTTTAGTGTTCAGCTTAGATCCT
GACGATGTTGGAGCTGGAAGCAATGGTGGTGCCAGTCTCGCATACCAACCAATTC
CTGGAACATCATCAGTGCCATCCAGCACATTCACTCCAGGACCATGGACTTTGGG
AGCTTACTCCACTTTCTATGGTGGAGCAGATGCATCAGGCACAATGGGTATGGCA
ATCAAACCTTTGATCCTTCCTGCAGATCACCAGGTAGAATTTGCACAATAGCACT
CTTTGGTGCCACTTTGTATGTAAAAGGATCCATGGCTCTGTGCAGGTGGAGCTTGT
GGGTATGGAAACCTCTATTCTCAAGGATATGGGACCCAAACAGCAGCACTGAGT
ACAGTGCTTTTCAACAATGGCCTCACCTGCGGAGCATGTTATGAGATCAAGTGTG
TGAATAGTAAATGGTGTTTGCCTGGCAGTCCCACCATCACATTGACAGCTACAAA
TCTCTGTCCTCCCAATTGGGCAGAGTCAAGCAATAATGGAGGTTGGTGTAACCCA
CCTCGAGAACATTTCGACATGGCTGAACCTGCTTTCCTTCAAATTGCTCAGTATCA
AGGTGGCATTGTCCCAGTCACATACCGAAGGTAAAGTAACTGCAATCACAGACAT
GTTTCATTTGTTTGTTCACAATTTGATGAATCATACGATCAGAAAGCTCAGAAGCT
GCAGGCAGGCATCCTGACATCGTCACTTTCATCATTTCACAGCACAAATTGTACA
TCAGTCTTTGATGAAATGCTAGACATTCTTGCCCAATCATGGAGCGGTTTATGATT
CAAGATTTCCCTACCTGAGTTCCTGTTGTGCATGTTTTGGTTCTGGCTTGCAGAGT
TGGGTGCCAGAAACAGGGAGGAATTCGTTTCACAATCAATGGCAACCCTTGGTTC
CTCTTGGTTCTTCCAACCAACATTGGAGGAGCTGGAAGTATCTCTGGTCTTGCTAT
TAAAGGAACTGGAAGCACCTACTTCAATCTCGTCCAGAACTGGGGTCAGAACTGG
CAACTATCAGGTGTTGTGCTTGTAGGTCAGCCATTATCATTCAAAGTCACCCTCAG
CACAGGACAGATCGTGGTGCTTCCAAATGTTGCACCATCTAACTGGCAATTTGGT
GAGACTTATGAAGCAACTCAAAATTGTCAGTAAACTAAGGGCTTTCCCACATTCA
CAGGGGAGAGAGAGAGAGCAACAACAATCTCTCACACACTGATCAGGATCCATC
TTTTGTTTCACACTTTGCTAGCTCATTTTGTAGACATGCTCAATACCCATTACTGTT
GCTGCTGCCTTCATCATGTCTGGTGGTCTCCACAAAAAAGTGTGTTCATTTATGCA
CTGTGGAGTGACCCCAATGTCCACCAGACTATCTGCTGAATAACAACTGCCAGAC




CTTTACTGCAAAAACTGGAAGTCCTGCATTGAAGCTCCAACAACTGCTGTTTCCTT
CATCTTGCAAATACCTACTCCATAGCCAGACATTACTGTTTCTTAGTAGAAGTTTT
GATGGCAAAACAAAGATCCATTAGAACGAACAGAGCTATAGGCACCTCCATAAG
TATAATTCCCAACAAGATGATGGCAGCTGCGGTGTTTGCTCGGGAGCCACCCACT
CCTGGAATGCATTTTCATTGTTGATTCTATGAAAACATTTTGCACCAAGATTTCCA
CTGCATTGGCTCCCCCAACTCCTTGAAAGCCTTGTTTTCAATTGCTGATTCTCTGA
AAAGACTTTGCAAAAGATTTCTCCAGTGTGTGGAATCTGGACTAACATTGTCGTT
GTTGGTGCAGTGGAAAACTGACACACTCTACACACTATCACAAGATTATGGGACT
CCTTTGGGCATTCACATATGTCCTCATAATCATCATCACACCAGAGCAAAGAACC
ACTGAGCACTCACATATCCTGCTAATCATCACACCAGAGTGAAAGATATTTTCCA
GCACAGATGTGTTCTGCAGTAGAAAAAACTGCTGTTTTGTCTTTGGGTAGAAATA
GAGACATCTCCATTCTCATGATAAAGAAGAAAACACCAAGGCTAACACTTCCTCA
GGAAGCCACAGAAAAAACCAAACAAGGGGAGACAAAAAACCAAACAAAAAATG
AAAAACACACACAGGTATGAACAAAAGTGCCAGTCTCACACCTGTTCAGGGACC
ATCAACAGTAGTATGTATGATAGTGACTTAACTATCACAACTTCCCCACTGACTTC
ATCAGCTCCCTACAGTGGGTAAAGGCCGGTGACAAGCACCATCCTGCGAACTGA
GTTTCTGCTGCAATTCCAGAAGCAACGGGAAGACTCAGCCATACTACTGGCTAGC
AACAGACCCCACAACAAAGACCAGACAAAGAAACATA




