
IDENTIFICATION 

Species: Oryza brachyantha 

Locus: XP_015693813 

Gene Model: XP_015693813.1 

Description: ObEXPA-24 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

NCBI: https://www.ncbi.nlm.nih.gov/genome/10862?genome_assembly_id=1593936  

KEGG: https://www.genome.jp/entry/T02995  

EXTERNAL RESOURCES 

https://rice-genome-hub.southgreen.fr/organism/1941498  

https://www.ncbi.nlm.nih.gov/genome/10862?genome_assembly_id=1593936
https://www.genome.jp/entry/T02995
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GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>ObEXPA-24 

MQCNGCLKSEPAIILLSNYQPGGGACGYGDLDIFRYGRYTAGVSGALFGRGSACGGC

YEVRCVNHVLWCLRGSPTVVVTATDFCAPNLGLSDDYGGWCNFPKEHFEMSEAAFL

RVAKAKADIVPVQFRRVSCDRAGGMRFTITGGTSFLQVLITNVAADGEVAAVKVKG

SRTGWIPMGRNWGQNWQCDADLRGQPLSFEVAGGRGTTVTAYSVAPPDWMVAQT

FEGKQLVE 

CDS (coding sequence) 

>ObEXPA-24 

TTTTGTCTGATGCAATGCAATGGTTGTCTGAAATCTGAACCTGCGATTATCCTTTT

GTCAAACTATCAACCTGGTGGTGGAGCATGTGGGTACGGGGACCTGGACATCTTC

AGGTACGGGAGGTACACGGCGGGCGTGAGCGGGGCGCTGTTCGGGCGCGGCAGC

GCGTGCGGCGGGTGCTACGAGGTCCGGTGCGTGAACCACGTGCTGTGGTGCCTGC

GCGGCAGCCCGACGGTGGTGGTGACGGCGACCGACTTCTGCGCCCCCAACCTGG

GCCTCTCCGACGACTACGGCGGCTGGTGCAACTTCCCCAAGGAGCACTTCGAGAT

GTCGGAGGCCGCCTTCCTCCGCGTCGCCAAGGCCAAGGCCGACATTGTTCCGGTG

CAGTTCCGGAGGGTGAGCTGTGACAGGGCCGGGGGGATGCGGTTCACGATCACC

GGCGGCACCAGCTTCCTGCAGGTGCTGATCACGAACGTGGCGGCGGACGGCGAG

GTGGCGGCGGTGAAGGTGAAGGGATCGAGGACCGGGTGGATACCGATGGGGAG

GAACTGGGGCCAGAACTGGCAGTGCGACGCCGACCTCCGCGGCCAGCCGCTGTC

GTTCGAGGTCGCCGGCGGGAGGGGGACCACGGTCACCGCCTACAGCGTAGCGCC

GCCGGACTGGATGGTCGCGCAGACGTTCGAGGGCAAGCAGCTTGTCGAGTAGGG

ACGATCGCAATGATTGTAATTATAATCATAATTATTACACAGGTGATGAAAAATC

GCTGTTTGGTTTGGATGATGCGAAGACGATTGCTGTGCTTGATCTGCTCATATATA

TATATAGAGAGAGTTAATTA 

Nucleotide 

>ObEXPA-24 

ATCTTCAGATAAAACCTTTTATGTTCATTAGTGCACTAATGCTGTCCTGATCAAAC

GCAAGAAACATGATATAGTACATTATTGGGCTAAGTGGACCTTAAATTATGCAAG

TCTCTTTTTCCTTTTAGGTAGGTTGTCGAAAAGCTGAAGCACATTAAATGCATTGA

CAATTGTTTACAATAACAATTATGAGAGCAATCTGGTACTCCTACAAGTGATCTT



CCCTTGCAGTTACTGTCCATGTGGTACCACATTGATGTCTCTCTAGTACATTTACA

GTAATTGCTCCATGGCTTAAGTGCCATTAACCAACATACTGTCAGAACAAGATTC

ATGGCAAACCAACCACACTTGAATTTCCTCACTTGCCACTGATATCCTGAATTCA

AAGTACATCTAGACATGATCAAACTATCAACCAGTCTTGTGACATCCTGTTGGAG

TAACTCTGAAGCTGATCCTCTCCATCTTACTACTTGAGAATGGAGCAAAGATTAT

CCTTTTGTCTGATGCAATGCAATGGTTGTCTGAAATCTGAACCTGCGATTATCCTT

TTGTCAAACTATCAACCTGGTAATGCAGCAAAGAAATTAATCTTTTTGTCTGATGC

AATGGTTGTCTGAACTGTGAACCTGCGATTATCTTTTTGTCAAACTACCAACCTGG

TAATGCAGCAAACAAATTAATCGTTTTGTCTGAAACTCTGAAACTGCAAGGTGGT

GGAGCATGTGGGTACGGGGACCTGGACATCTTCAGGTACGGGAGGTACACGGCG

GGCGTGAGCGGGGCGCTGTTCGGGCGCGGCAGCGCGTGCGGCGGGTGCTACGAG

GTCCGGTGCGTGAACCACGTGCTGTGGTGCCTGCGCGGCAGCCCGACGGTGGTGG

TGACGGCGACCGACTTCTGCGCCCCCAACCTGGGCCTCTCCGACGACTACGGCGG

CTGGTGCAACTTCCCCAAGGAGCACTTCGAGATGTCGGAGGCCGCCTTCCTCCGC

GTCGCCAAGGCCAAGGCCGACATTGTTCCGGTGCAGTTCCGGAGGTAATCTTCAT

CTTATTCTTCTCCCAAAGTACTCTTTACATAGACACGATCTCTAATGCACATGTCG

TGGAACTGTTGCTTAGAGCAAGTTTAATAGTATAGCCAACTACTACAGACTCCAA

ATCGTCTATAGTCAACTTATAACCAATTTGTTTAATAGTTAACTATAAATATATAC

TACACCATTAATATCTGATCCCGTATATCATACACACGTGTATTTTAGAGTCCGTA

CCGTAGCTGGCTATAAATCTATAGATTGCTGCTCTTCTCTCTCCTTAAAATATGAT

TGTAACTAGCTTATAGTCTGCTATTATACATGCTCTTAGTCTTAGTTACAGTACAC

TCCCTCCGTCCCATAATAAACCGACCAAGCACGGGACGGGACATATTCTAGTTCT

ATGAATCTAAACATACATCTGCCTAGATTCGTTGCACTAGGATGTGTCACATCCA

GCATGAGGTTCATTTTTTTTAATGGCATAAATTCATTTCATCACAAATCCGCTAGA

ACCATTTATGAGATAAATTCTCAGTAAGTTTGATTGCGTGTGTTTCAGAACGTCAT

CTATTTAAGAATTGGATTGAGTATTCAGTTACTGCGGACATGTTGCTCCCTGCTCA

TTGATCACTCCTAGCGTATCATCTTGTCAGCTAGCTGATGTGTGAATCTGAGTATG

CAAAAGCGTATGGCTATCATTCTTGAGCTCTGCATTTTGGAGTGTATAATTCTAGA

CTGAAGCAGTGCTGCTTTCGCGAAAGTTCGTAATGATGTTTGATCATTGGAGATG

GAACACAGAATATATGGACAGTAGTGCATGTTTCCAGGCACTTTGCATGGATCAA

AGAGCAGCTTTAGATCTTTAATCACTGCTGCTCCCACCCTTTTTTAAATCTGACTT

GTGCTTTCTTAATTATGAGCACCTCCATAGTTTCAGACAATTGCCATGAGTGTGTC

CCAAGCTCCAGCCGGTAGTGCAAGAGTACACAACTAAGTATCCATCTTTCTAAAA

CTAAAGTGGTACAGTTCTGTATCAAACTTAAACTAAAAGTATTAAGTTATTTTGA

GATGGAGCGAGTAAACTACAATTTACCGAATTCAACATCGGTGAAGGTGTGCCTA

AGAGCAAGGTTAATAATATAGTAAGCTGACTATAAAACTTCTTATAGGCTTCTCT

TAACCTACTCATACCCATATAGTAGTTAGCTTTTTATAATTAATATATGATCCACT

TATCTTTCTCATAGAGTTTTTTTTTTCTTGTGTCCGAGCCAACTATAAGCTTACGAT

CGCCTCCTCTCTTTCCATATCTTCTCCACCTCAGTATTTAGCTAGCTTACCGTCTGC

TATTATACTTGCTTTAAATGAATGTAAACCATTTCCGTTATCTGAATAATAATCTT

GGACTCTGCATGAATGAAGCAGCGACATACTGCAAATGTTGGATTTCGTGTCGCT

GACCATCGGTGAATGAATGAACGGCGGTGGTGCAGGGTGAGCTGTGACAGGGCC

GGGGGGATGCGGTTCACGATCACCGGCGGCACCAGCTTCCTGCAGGTGCTGATCA

CGAACGTGGCGGCGGACGGCGAGGTGGCGGCGGTGAAGGTGAAGGGATCGAGG

ACCGGGTGGATACCGATGGGGAGGAACTGGGGCCAGAACTGGCAGTGCGACGCC

GACCTCCGCGGCCAGCCGCTGTCGTTCGAGGTCGCCGGCGGGAGGGGGACCACG

GTCACCGCCTACAGCGTAGCGCCGCCGGACTGGATGGTCGCGCAGACGTTCGAG



GGCAAGCAGCTTGTCGAGTAGGGACGATCGCAATGATTGTAATTATAATCATAAT

TATTACACAGGTGATGAAAAATCGCTGTTTGGTTTGGATGATGCGAAGACGATTG

CTGTGCTTGATCTGCTCATATATATATATAGAGAGAGTTAATTAATGCAGGATTG

ACAAAAAATATAAAGATGGGCTAATCAGTGGTCCAGTACTAGAGTAACCTCGTCT

GAAGAAAATGTGACGGAGTACCATCTTGTTTGCTTGGTGACATAATGGTGGTGCA

TATGCTGCACAAAAGTACATGTAGAGTACACCATAAATAAGAGGAAAAACATAG

CTTTGCGGTAGTAGGACATGTCATGTGGCATACAAGTCGAGCAGGCTTGCATCAA

TTGGCGAGGCTTGTGAATGAATCATTGGGTGAACATGCAAATGGCACTGGGTTTC

ACGCCGACACAGTGACGCAAGTAGCAGTAAAGCACACGCTAGTGCAGCGAGGAG

AGTTTTTCTAGTCATACTGCGATCAGCACACAGCAATATCTTCGTGTTCTTCCTAT

CAGCCATACGAAACTGTCGTACCTATAGACAATAGTTTGCTGACAGGCTACTGTA

CACATTTCAGCACCAAAAGCCGCAATCCTAGGACTTTCATGAGCGAGGAT 




