IDENTIFICATION

Species: Manihot esculenta
Locus: Manes.S069300

Gene Model: Manes.S069300.1
Description: MSEXPA-35
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Mesculenta_v7_1
KEGG: https://www.genome.jp/entry/T05761

EXTERNAL RESOURCES
https://cassavagenome.org/
https://cassavabase.org/
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Query seq.

Superfanilies PLNO0OS0

+ Name Accession Description Interval E-value
[+] PLN0O0050 super family 31535 expansin A; Provisional 57-269 517e-88
SEQUENCES

Peptide

>MsEXPA-35

MASPLGALSAMLLLLVVALAKNCEATAMHSAIHAVRRHGHKLKPIKQNKSKFKSGP
WRKAHATFYGGGTDSFGGACGYKDVVQQGYTLNTAAISDVLFKKGKGCGGCFELK
CVNSPKWCKKGSLFVTATNLCPSNPSLPGKEHFDIAQPVFENKIADYIAGIIPIQYRRVP
CNKKGGIRFTIMGNPWFNQVIVWNVGGAGDVVSLQVKGNDNVKWTKLERDWGVT
WKTSTHLVGESLTFRVTTSDGRELTSWHVAPKNWQFGQTYEGKNFK*

CDS (coding sequence)
>MSsSEXPA-35

ATGGCGTCGCCTTTGGGAGCTCTTTCTGCCATGTTATTGCTTTTAGTTGTTGCACT
GGCTAAAAATTGCGAAGCAACGGCTATGCACTCTGCTATTCATGCTGTTCGACGA
CATGGCCACAAACTTAAACCTATCAAACAAAACAAATCTAAGTTCAAGTCTGGGC
CATGGAGAAAAGCTCATGCCACTTTTTATGGCGGTGGCACCGATTCCTTTGGAGG
AGCTTGTGGCTATAAAGATGTTGTACAGCAGGGTTACACCTTGAACACAGCAGCT
ATAAGCGACGTTTTATTCAAGAAAGGGAAGGGCTGTGGTGGATGTTTTGAATTAA
AGTGTGTCAATAGCCCTAAATGGTGCAAGAAAGGATCTCTCTTTGTTACAGCAAC
AAATCTCTGCCCATCAAATCCATCTCTACCGGGTAAAGAGCATTTCGATATAGCC
CAGCCCGTCTTCAACAAAATCGCTGACTACATTGCTGGGATTATTCCTATCCAATA
CAGAAGGGTTCCATGCAACAAGAAAGGAGGGATTCGGTTCACAATAATGGGAAA
CCCATGGTTCAACCAAGTGATAGTGTGGAATGTTGGTGGAGCCGGAGATGTTGTG
TCCCTTCAAGTGAAGGGCAATGACAACGTTAAGTGGACCAAATTGGAAAGAGAC
TGGGGTGTCACCTGGAAAACTAGTACCCATTTGGTTGGAGAATCACTAACCTTCA
GAGTTACGACGAGTGATGGCAGAGAATTAACTTCATGGCATGTTGCCCCTAAAAA
CTGGCAATTTGGTCAGACTTACGAGGGCAAGAACTTCAAGTAG

Nucleotide
>MsEXPA-35

ATGGCGTCGCCTTTGGGAGCTCTTTCTGCCATGTTATTGCTTTTAGTTGTTGCACT
GGCTAAAAATTGCGAAGCAACGGCTATGCACTCTGCTATTCATGCTGTTCGACGA
CATGGCCACAAACTTAAACCTATCAAACAAAACAAATCTAAGTTCAAGTCTGGGC
CATGGAGAAAAGCTCATGCCACTTTTTATGGCGGTGGCACCGATTCCTTTGGTAA
AAATTTTATTTCTAATGAATCTCTTATATATATTTAAAGAAATGGGAAATAAATA
AGCATAAAAATTTGCAGGAGGAGCTTGTGGCTATAAAGATGTTGTACAGCAGGG
TTACACCTTGAACACAGCAGCTATAAGCGACGTTTTATTCAAGAAAGGGAAGGGC



TGTGGTGGATGTTTTGAATTAAAGTGTGTCAATAGCCCTAAATGGTGCAAGAAAG
GATCTCTCTTTGTTACAGCAACAAATCTCTGCCCATCAAATCCATCTCTACCGGGT
AAAGAGCATTTCGATATAGCCCAGCCCGTCTTCAACAAAATCGCTGACTACATTG
CTGGGATTATTCCTATCCAATACAGAAGGTTAGATGATAATGTCCATTTCCTTACA
GTCTTAACATGTGCAGGTTTTACATTTAAATGAGTTGTGTTCTTTGCAGGGTTCCA
TGCAACAAGAAAGGAGGGATTCGGTTCACAATAATGGGAAACCCATGGTTCAAC
CAAGTGATAGTGTGGAATGTTGGTGGAGCCGGAGATGTTGTGTCCCTTCAAGTGA
AGGGCAATGACAACGTTAAGTGGACCAAATTGGAAAGAGACTGGGGTGTCACCT
GGAAAACTAGTACCCATTTGGTTGGAGAATCACTAACCTTCAGAGTTACGACGAG
TGATGGCAGAGAATTAACTTCATGGCATGTTGCCCCTAAAAACTGGCAATTTGGT
CAGACTTACGAGGGCAAGAACTTCAAGTAG





