
IDENTIFICATION 

Species: Setaria italica 

Locus: Seita.9G241700 

Gene Model: Seita.9G241700.1.p 

Description: SitEXPA-26 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_2  

KEGG: https://www.genome.jp/entry/gn:T02818  

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_2
https://www.genome.jp/entry/gn:T02818


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SitEXPA-26 

MDIAKSLILCTVLAACLALAAAQGSPGTATFYGGPDGSGTMGGACGYDNLYNAGYG

VLNAALSQTLFNDGASCGQCYTITCDRSRTGGQYCKPGNSITVTATNLCPANYALPN

GGWCGPGRPHFDMSQPAWENIGIYQAGVIPVLYQQVKCSRSGGVRFSLAGSNYFLLV

NIQNLAGSGSVGAAWVKGDKTGWIQMSRNWGANWQALAGLVGQGLSFAVTSTGG

QYIQFLNIVPAWWQFGQTFSNNYQNFAY* 

CDS (coding sequence) 

>SitEXPA-26 

ATGGATATCGCCAAGTCCCTGATCTTGTGCACAGTCCTTGCGGCGTGCCTCGCGCT

CGCCGCGGCCCAGGGCTCTCCCGGCACCGCCACGTTCTACGGTGGACCCGACGGC

TCCGGCACCATGGGTGGCGCCTGCGGGTACGACAACCTCTACAACGCCGGGTACG

GCGTGCTCAACGCGGCGCTGAGCCAGACGCTGTTCAACGACGGCGCGTCATGCG

GGCAGTGCTACACCATCACCTGCGACAGATCACGCACCGGCGGACAGTACTGCA

AGCCCGGCAACAGCATCACCGTCACGGCCACCAACCTCTGCCCGGCCAACTACGC

CCTGCCCAACGGCGGCTGGTGCGGCCCGGGGCGCCCTCACTTCGACATGTCGCAG

CCGGCGTGGGAGAACATCGGAATCTACCAGGCCGGCGTCATCCCTGTCCTGTACC

AGCAGGTCAAGTGCTCCCGCAGCGGCGGCGTGCGCTTCAGCCTCGCCGGCTCCAA

CTACTTCCTCCTCGTCAACATCCAGAACCTCGCCGGAAGTGGCTCCGTGGGAGCC

GCCTGGGTCAAGGGCGACAAAACGGGGTGGATCCAGATGTCCAGGAACTGGGGC

GCCAACTGGCAGGCGCTCGCCGGGCTCGTCGGCCAGGGTCTCAGCTTCGCCGTGA

CCAGCACCGGCGGGCAGTACATTCAGTTCCTCAACATCGTGCCGGCGTGGTGGCA

GTTCGGCCAGACCTTCTCCAACAACTACCAGAATTTCGCCTACTGA 

Nucleotide 

>SitEXPA-26 

GCTCAAAAACAATTAGCATCCAACCTCCATTGCCCAGCTTCCTCGTCTGCTCCCAT

TTCCATCTCCTCTGCAGCTCTACCTGTGCATTGGCGTTGGCGTCCATGGATATCGC

CAAGTCCCTGATCTTGTGCACAGTCCTTGCGGCGTGCCTCGCGCTCGCCGCGGCC

CAGGGCTCTCCCGGCACCGCCACGTTCTACGGTGGACCCGACGGCTCCGGCACCA

TGGGTAAGCTGCCTTGCATGCATCACATTTCGCTACAAGCTAGAAAGATCTGCAT

AGATGCACATTTTGCTTACTCGGCACGCACTGATGATCCAATGCATACGTGTGTA



GGTGGCGCCTGCGGGTACGACAACCTCTACAACGCCGGGTACGGCGTGCTCAAC

GCGGCGCTGAGCCAGACGCTGTTCAACGACGGCGCGTCATGCGGGCAGTGCTAC

ACCATCACCTGCGACAGATCACGCACCGGCGGACAGTACTGCAAGCCCGGCAAC

AGCATCACCGTCACGGCCACCAACCTCTGCCCGGCCAACTACGCCCTGCCCAACG

GCGGCTGGTGCGGCCCGGGGCGCCCTCACTTCGACATGTCGCAGCCGGCGTGGGA

GAACATCGGAATCTACCAGGCCGGCGTCATCCCTGTCCTGTACCAGCAGGTCAAG

TGCTCCCGCAGCGGCGGCGTGCGCTTCAGCCTCGCCGGCTCCAACTACTTCCTCCT

CGTCAACATCCAGAACCTCGCCGGAAGTGGCTCCGTGGGAGCCGCCTGGGTCAA

GGGCGACAAAACGGGGTGGATCCAGATGTCCAGGAACTGGGGCGCCAACTGGCA

GGCGCTCGCCGGGCTCGTCGGCCAGGGTCTCAGCTTCGCCGTGACCAGCACCGGC

GGGCAGTACATTCAGTTCCTCAACATCGTGCCGGCGTGGTGGCAGTTCGGCCAGA

CCTTCTCCAACAACTACCAGAATTTCGCCTACTGAAACTTTCAAGCAGGAGAGAT

CGAGCGCTTGGTCTCATTGGCCATTTCTTGCAATTCGGTCGTATGGCGAGTACGCT

CGTGATTTTGACGGAGCTTGCTCAACTTGCCATTGCATTCTTGTTGATGACCGCCT

GGCTCCGACTGCACACTGCAGGAGAAAACGGCTGGCATACGTGGATTATTTACCC

TACACTGTAGATACAGCATATTATGCTATTGTGTACTTGACATCTTGATATACATA

CATACTAAATTTAAATCTGTTTCCGCACTATAATAGACTTCCAAACTTGAGTAGTA

CGTGGATGTGTTAGTATAGCGTCGTCTTTCCATGGTTTTGAGCCATTACATTCTTG

CAATCATAGGCTCGAATC 


