
IDENTIFICATION 

Species: Brachypodium sylvaticum 

Locus: Brasy9G223500 

Gene Model: Brasy9G223500.1.p 

Description: BsyEXPB-24 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1  

KEGG:- 

EXTERNAL RESOURCES 

http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy  

https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BsyEXPB-24 

MASSAPFLLCILLLASTASAAFLLDGGKSAAKGKAGVDTEWRPATATWYGDAEGDG

STGGACGYGTLVDVVPMKARVGSVSPVLFKGGEGCGACYKVKCLDHGICSRRAVT

VIVTDECPGGICGGGHTHFDLSGAAFSRMAVAGAGAHLRDRGQLSVVYRRTACKYG

GKNIAFHVNEGSTNFWLSLLVEFEDGEGDIGSMQLKQASSAQWLDMKHVWGATWC

MYGGPLAGPFSVRLTTLSAPKTLTARDVIPRNWAPRGTYTSRLNFEASL* 

CDS (coding sequence) 

>BsyEXPB-24 

ATGGCTTCCTCTGCCCCCTTCCTGCTCTGCATTCTGCTGCTCGCGTCCACCGCTTCC

GCCGCATTCTTGCTCGACGGCGGGAAATCGGCGGCTAAGGGCAAGGCGGGGGTC

GACACGGAGTGGCGGCCAGCCACCGCGACGTGGTACGGCGACGCCGAAGGCGAC

GGAAGCACCGGGGGCGCGTGCGGGTACGGGACGCTGGTGGACGTGGTACCGATG

AAGGCGCGGGTGGGGTCGGTGAGCCCGGTGCTGTTCAAGGGCGGCGAGGGCTGC

GGAGCCTGCTACAAGGTGAAGTGCCTCGACCACGGGATCTGCTCGCGCCGCGCCG

TCACGGTCATCGTCACCGACGAGTGCCCCGGCGGGATCTGCGGCGGCGGCCACAC

GCACTTCGACCTCAGCGGCGCCGCCTTCAGCAGGATGGCCGTCGCCGGCGCCGGC

GCCCACCTCCGCGACCGCGGCCAGCTCTCCGTGGTCTACAGACGAACTGCCTGCA

AGTACGGAGGGAAGAACATAGCCTTCCACGTGAACGAGGGCTCGACGAACTTCT

GGCTCTCGCTGCTCGTCGAGTTCGAGGACGGCGAGGGCGACATTGGATCCATGCA

GCTAAAGCAGGCGAGCTCGGCACAGTGGCTGGACATGAAGCACGTGTGGGGCGC

CACGTGGTGCATGTACGGTGGCCCGCTCGCGGGGCCCTTCTCCGTGAGGCTGACG

ACGCTGTCCGCCCCGAAGACGCTCACGGCCCGGGACGTCATCCCCAGGAACTGG

GCCCCCAGAGGAACCTACACGTCCCGCCTCAACTTCGAGGCCTCTCTCTGA 

Nucleotide 

>BsyEXPB-24 

ATGCGAGTTTACGGGCCTCTCTCATTGCAGAAGTCATGGCCACCCATGACAAGCA

ATGAAGGCTCCTCCACTTCCCATCAACGCACTGGTCACTGGCCGCCCACACGCAG

AGAGTGGTATCAGCAGTGGCGCAACTCACGGCTCCGGTTGTGTGCTCGACAGTTC



CCACGCACTCCTCTTTGTTCCGCTTGCTGCTTTCCATTATAAATCAGGCCGCCACC

ACCACCTTTCCGGTACGCCACTCCATCGCTCAGTCCCCATTCCCCTGCTTTCCCCC

CTGTGTACTGTGTTGCCATTTGTACAGAGTAGCCAACCCGGCAACGAAGCCCTGA

GCATCGGGGCTTGGGATTTCTCGAAGCCATAAAAGAGACGGAGAGCCCCCAAAA

GAAGTCTACCAGCACGCCTGTCCAAGCAGCGGCTGCAGAGCTAGTACTACTACAA

GGAAAAGGAGGGCAAGGGCCAAGAAGGGGAAAGGAACCAGTAGTGTGAGCCCG

TCCCCAATGGCTTCCTCTGCCCCCTTCCTGCTCTGCATTCTGCTGCTCGCGTCCACC

GCTTCCGCCGCATTCTTGCTCGACGGCGGGAAATCGGCGGCTAAGGGCAAGGCG

GGGGTCGACACGGAGTGGCGGCCAGCCACCGCGACGTGGTACGGCGACGCCGAA

GGCGACGGAAGCACCGGTAAAAGCTCTGAACTCGCCTCCATTCTCAGATTCTCTG

CATAACTAGCGCTTCCGCCTCTGCATACTGTCCGCGCCTGGATAGTTAGCTTCTTT

ACTCGGAGGTACACCGTTTGAGCAAATGCACAGGAATCATATTTAGCAGTATACT

GCCGCGTTACAGGATTTTCAGCAACCCAGACTACCAGAGGCAGCAGCTCTCATCT

GCATTTCTTTTTACCGAATTGACAAATAGGATTACTGATTAGTACTACTACCTGAA

AATGATACTGTCAATTCCCTAAAAAAAAATGGTACCGTTAACTAGGACTCCTACT

CCTGGATGCTATCAGAGCCGTCCCATTGGCATGAGACGGTCTTTCCCTATAGTACT

TTTTTTTAGGGAACTTTCCCTATAGTACTTCTTTTATCTTCTCTGAAAAATAGATGT

ATTCTTCTGATATAAAGAGGAAAATGAAACGATTAGTTCCTCCCGTTGCGACATT

TCTGGCGCGACGTCTGCGGATCCCATGAGATCCGCAGGGAATTTCCGGTGGGCCC

CAGCTGTATGTGAGCCCATCACCGAGGCGCTCGGTCGCTTTACGATTCGTGCCCC

TAGTTTCTCAGTGCAACGGCCGGGGAAGGCGACCGTGTCAGGCCTTCCAATAACT

CCATTGCTCTGCTCGGTACCAAATGCGGAAATCGCTAAAATCATCGGGATAAATG

CCATCTCTGGATGCCCCTCACACGCTCCACCGACACTCCTGGTAACTTTGATTCTG

CATCCGTAAATTCTGATAATCCACCAAGCCGTCCAGTACGCCTGTTTGCTGCATTT

ACACTTGGAACTCAGAAGTCAGAGCACCACAGCTAGTCGTACCACCTGCAGTAG

ATTCGAGTACTACTACCTCAGTTCTGTCGTCAATGAGCTGCATGTCTACTTTTAAC

TGTGCGTTTAAGTAATTTTCGCGATTTCTAACGGCGGATGGGACAATTTTTTTTCT

CAGGGGGCGCGTGCGGGTACGGGACGCTGGTGGACGTGGTACCGATGAAGGCGC

GGGTGGGGTCGGTGAGCCCGGTGCTGTTCAAGGGCGGCGAGGGCTGCGGAGCCT

GCTACAAGGTGAAGTGCCTCGACCACGGGATCTGCTCGCGCCGCGCCGTCACGGT

CATCGTCACCGACGAGTGCCCCGGCGGGATCTGCGGCGGCGGCCACACGCACTTC

GACCTCAGCGGCGCCGCCTTCAGCAGGATGGCCGTCGCCGGCGCCGGCGCCCACC

TCCGCGACCGCGGCCAGCTCTCCGTGGTCTACAGACGGTGAGCACTCGTTTACAC

GTTGAGTTCTTCAGGTCTTTCCTTTCCTTCTTGGTGCATTGTCCGTTGCTGCGAGCT

TGATCTGGTCAGTTAGTAGTCAGAGATGCGATATCTATTGTCAAGATTCCTGGTG

AATTCCTCTAGGTCCGTTCACCAGTCTGTCTGACCATAGAAAAACTGTCGTATATC

CCCCCCAAAAAAGATAAAGAACTGTGCCAGTCTCATCAGTAGATTTTTGCGACTA

GGAATATCGATTAGTGAAGCCTAAGATTTCGTGTTTCTTTTGTCTGATAGATTGAT

CAGTGCCGTGTACTTAATTATGTTTTGTATCAGAACTGCCTGCAAGTACGGAGGG

AAGAACATAGCCTTCCACGTGAACGAGGGCTCGACGAACTTCTGGCTCTCGCTGC

TCGTCGAGTTCGAGGACGGCGAGGGCGACATTGGATCCATGCAGCTAAAGCAGG

TACGTAACGAGAGCGAGGTCTTCTTTTTTGAGAAATTAACATAGCATGACTCTTT

ACTTTCGTTCACTGCCTTTTCCGCGTTACCTGGATAGTACAGTAGTAGCACATCAA

CAAAGGAAATGGGGAAATGTAGTTATCTTTTGCCTTTCACTGCCTTCGAGTGGTG

GGAACAAGCTGAGTGAGTGGGTACATGGGACGTATGTTCCGTGGGGTGCAATAG

GACCGCAGATTGTTTCCTTTGCGAAAGCATGTGAGCTCTCTTTCATCGTCCCTCCC

TGCTCCATGTGGCTGAGGACATGTTCCACTGTTGGTTGCTTTTACTTACCATCATG



CGCCATGCCTATGCTGGTGGCTAGCATAGCAATGCCATCGTTGTTTGGTATCCGTG

CTGTGATGCCCGCTGTTGAACAAACTGAACTTAGTAGAATCAAAATTCCATATGA

TATGGTACGCCGCGGGGTCAACACTTGTTGCCTCCTACTCGCAAAAAAAACACTT

GTTGCCTCTGTGGTCTCGAATGGCAATCGACTGACTTTAAAAAAAAAAATTGTTA

CAACAAGACACAGGTGACTGAGTGAAACAAAAAAAAAAGATATAAATAATAGA

AACTGTTTGCTCAATCTAAGCTCATACTCCATTCTAAAAGGAACAGCCACCAGAC

ACAGAAACCCGCCACACGTGACCAAGAAAGCGTGCTAATACTTTCTTGCCCTGTC

TACCACACAGGTCACACAGGCCAAACCACACGGTCTAGTCAAACCTCTTGTGAAG

ATATCATTCGCTTTGCCTTATGATGCTCATCCGGAACATAGTAGTATAAAGAATCC

GATGTAAGTGCACACTGAGCAGCAGCACCCAGTTGACAGCCCCCAAAGGCAAGC

ACATCAAAGCCTCGCCTTTCTCCCGGAAATCCACAGCCCAACGATGCTGCCGCTT

TAGCCCGGTCAATCGGTCCTAGAGACTGCATTGCTTATGCTTTCAGGGTTGATTTA

ATCTGACACCCATCCCGCACGCTCTTGACTGGGTTGCGCACTTGCGCGGTCTCGTA

GCATCCAAAGATTCGGGAGCACGATGCTGCTCTGTGTCGCGCTGTAAATAAAGCT

CGTTTCAGGCTCTGCTTATTACTCACTGTAGAGCTTATAGTTCGAGCTCCTGTAAT

ATCAGTAACACAGAGGTGCTTACATGTACAGTATGTACATTTTTTTTTTGAGGGG

ACAGTATGTACTTTCTTGACATATTCACATGGTGCGTGCAGGCGAGCTCGGCACA

GTGGCTGGACATGAAGCACGTGTGGGGCGCCACGTGGTGCATGTACGGTGGCCC

GCTCGCGGGGCCCTTCTCCGTGAGGCTGACGACGCTGTCCGCCCCGAAGACGCTC

ACGGCCCGGGACGTCATCCCCAGGAACTGGGCCCCCAGAGGAACCTACACGTCC

CGCCTCAACTTCGAGGCCTCTCTCTGAGATGGACCGGACCGGGCCACGTTTTATC

GGCCCGGATGGAGCCCGCCAAGTGGGGCCGCAAAGCAGGCCCACATGGCGAGCA

GGCTATCTGTTGGGTGGACGGAGTAGATTTTGTTTATCGCGGGTGTGGTCTGTGAT

CATTTGATGATGCGTAGCGTAATGTGTGTTTAGCAGGAGTAGTTTGGATCAGGAG

CTGGGTGATCTGGCCCGAAGCGAGCAGCCGTCCTCTCCAAAAGGAGAGAGAGCG

TTTGCTGCGTTGCTTTGGAGGCTTTTCCTGCTGGGAATCCGATGCGGAAGCCGATT

GGACCGGAGGGTTTTGGACCCCTTCTTGGTCGCCGCTCACTCTTTTCATCTACTGC

TCTACTGCCTTTCTCTGTTTGCGTGTTTTTCTGTCTGTTAAATTGTTCACCCTCGTT

GAAGTGAAGGGGTCGTTAGAAAATGTGTTTC 




