
IDENTIFICATION 

Species: Oryza sativa Kitaake 

Locus: OsKitaake05g086400 

Gene Model: OsKitaake05g086400.1.p 

Description: OskEXPB-18 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1  

KEGG:- 

EXTERNAL RESOURCES 

https://rice-genome-hub.southgreen.fr/bio_data/185326 

https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1
https://rice-genome-hub.southgreen.fr/bio_data/185326


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>OskEXPB-18 

MNSKFQLILSTFVVIAAFTLLPRPCASIEFHRKLSSWSNGGATWYGAANGAGSDGGA

CGYQAAVDQAPFSSMIAAGSPSIYKSGLGCGSCYQVKCSGNSACSGNPVTVVLTDEC

PGGPCLSEPVHFDLSGTAFGAMANPGQADQLRAAGVLQIQYNRVPCNWGGVMLTF

AVDAGSNPSYFAVLVKYENGDGDLSGMDLMQTGAGAAWTPMQQSWGAVWKLSA

GAALQAPLSIRLTSSSGKTLVASNVIPSGWKPGASYTSTVNY* 

CDS (coding sequence) 

>OskEXPB-18 

ATGAATTCCAAGTTCCAGCTGATATTGTCAACCTTCGTTGTCATTGCCGCTTTCAC

CCTGCTTCCACGTCCTTGCGCTTCCATCGAGTTCCACCGCAAGCTCTCCAGCTGGT

CCAATGGCGGAGCTACGTGGTATGGTGCTGCTAATGGCGCTGGAAGTGATGGTGG

GGCATGTGGGTACCAGGCTGCCGTCGACCAGGCACCGTTCTCGTCCATGATCGCC

GCCGGCAGCCCTTCCATCTACAAGTCCGGCCTGGGCTGCGGCTCTTGCTACCAGG

TGAAATGCAGTGGAAATAGCGCTTGCTCGGGCAACCCGGTGACTGTGGTCCTCAC

CGACGAGTGCCCCGGGGGCCCGTGCCTCAGCGAGCCGGTCCACTTCGACCTGAGC

GGGACGGCGTTCGGTGCCATGGCGAATCCTGGCCAGGCCGACCAGCTGCGCGCC

GCCGGCGTCCTCCAAATCCAGTACAACCGGGTGCCGTGCAACTGGGGCGGAGTG

ATGCTCACCTTCGCCGTGGACGCCGGCTCGAACCCCAGCTACTTCGCGGTGCTCG

TCAAGTACGAGAACGGGGACGGCGACCTCTCCGGGATGGACCTCATGCAGACAG

GGGCCGGCGCCGCCTGGACGCCGATGCAGCAGTCGTGGGGCGCCGTCTGGAAGC

TGAGCGCCGGCGCGGCGCTGCAGGCGCCGCTCTCCATCCGCCTCACGTCCAGCTC

CGGCAAGACGCTCGTCGCCAGCAACGTCATCCCTTCCGGCTGGAAGCCCGGCGCG

TCGTACACATCGACGGTGAACTACTAA 

Nucleotide 

>OskEXPB-18 

ACACACCATCTGCTTGCATCTTCCCAATCTTTGCAAAGCAACAACAATCCTAGCA

AGTTAAGCTAAGCACCCAGTTAGCTAAGCTAGCTATAGCAGCCATGAATTCCAAG

TTCCAGCTGATATTGTCAACCTTCGTTGTCATTGCCGCTTTCACCCTGCTTCCACGT



CCTTGCGCTTCCATCGAGTTCCACCGCAAGCTCTCCAGCTGGTCCAATGGCGGAG

CTACGTGGTATGGTGCTGCTAATGGCGCTGGAAGTGATGGTAATTAAATACATAT

GTTGTCATCAGATGAGCGTTATTCTCGAAAAGAAAGTCGATCCATGCCTATATCA

TGCAGTGCGTCTTAACAACAATGCAATCAATATCTTTGTGTACAGGTGGGGCATG

TGGGTACCAGGCTGCCGTCGACCAGGCACCGTTCTCGTCCATGATCGCCGCCGGC

AGCCCTTCCATCTACAAGTCCGGCCTGGGCTGCGGCTCTTGCTACCAGGTACACA

TTACATATATACATATACTGAGAGAGAATACCAGCCGTATATATACGATGTACAA

TGAGCATATATTGGAACTTAATAAACAATGTTTCAGGTGAAATGCAGTGGAAATA

GCGCTTGCTCGGGCAACCCGGTGACTGTGGTCCTCACCGACGAGTGCCCCGGGGG

CCCGTGCCTCAGCGAGCCGGTCCACTTCGACCTGAGCGGGACGGCGTTCGGTGCC

ATGGCGAATCCTGGCCAGGCCGACCAGCTGCGCGCCGCCGGCGTCCTCCAAATCC

AGTACAACCGGTAAACATCTTACACACTGTCTTCCATATGCATGCAGCGAGCAGC

GACGGCGGCCAAGCGGCGCAACAGTTGCAATTGTGTCCTTTAATCGATCATCTGA

TCGATCTTGTCGCGTGTCAGGGTGCCGTGCAACTGGGGCGGAGTGATGCTCACCT

TCGCCGTGGACGCCGGCTCGAACCCCAGCTACTTCGCGGTGCTCGTCAAGTACGA

GAACGGGGACGGCGACCTCTCCGGGATGGACCTCATGCAGACAGGGGCCGGCGC

CGCCTGGACGCCGATGCAGCAGTCGTGGGGCGCCGTCTGGAAGCTGAGCGCCGG

CGCGGCGCTGCAGGCGCCGCTCTCCATCCGCCTCACGTCCAGCTCCGGCAAGACG

CTCGTCGCCAGCAACGTCATCCCTTCCGGCTGGAAGCCCGGCGCGTCGTACACAT

CGACGGTGAACTACTAATGATCGCAAGCACTGCACCACAACTTGCATAGCTGCAT

GTGCATGTGCACCATGCATGCAGCTTTGCAATACATATATGTCTGCAGGCAAAAG

GCATATATATATTGGATCGATTGGTGCAACAACGATGTGTACTTGTAAGTGTGAA

ATTAATAACGGCGAGATACGTACAGAGGAGGAGGCGCAGATGATTTACCAGTTC

TCCCCTCATCGCTGCAGTTGTCGTACGTGTCAATGATTATCGTTATACGTGTTAAT

TACTGTGTGTGTGATCAGTGTTTGTAATGGCATAATAGCCGACCAGTGCTTATAA

ACGTGCTACTATATATGAAGTTATGAACTCAATTCACAATTTCAA 




