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Species: Solanum tuberosum
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PLNO3208

+ Name Accession Description Interval E-value
[+ PLN00193 super family cl33423 expansin-A; Provisional 218-444 9.34e-95
[+] PLN03208 super family cl31984 E3 ubiquitin-protein ligase RMA2; Provisional 32223 4.43e-25
SEQUENCES

Peptide

>StEXPA-16

MFSFVSEEDVSLKKGSAVPVPVPTSSSDNITGGYDCNICLDSAHDPVVTLCGHLYCWP
CIYKWLQVDSSTPGSEEKCKCPVCKAHISNSSLVPLYGRGTSSTESESKKSQRDVVVP
RRPQAIEISTLVNSLSPSSHVSQQLHHRRSVPSAFGSYAALAPSSFGGTPTISLSSPTVG
VFGEMFLGRMFGNSDTSLFAYPHPNTSTIPGSGGFRMRQINAQNWLNGRATFYGVN
QDPSTFGGACGYDNPYHAGFGVNTAALSSALFRNGQACGACYTVRCNRQLDRKWC
LPHGAVTVTATNFCPPNNHGGWCDAPRQHFDMSMPAFLRIARQGNEGVVPILYTRV
ACKRSGGVRFTLKGQSNFNMVMISNVGGSGDIKSVSIRGSRTKTWLPMYRNWGVN
WQSRNDLRSQTLSFRVTLVDGKTMEFINVVPSAWKFGQTFASRRQFN*

CDS (coding sequence)
>StEXPA-16

ATGTTCAGTTTTGTATCTGAAGAAGATGTTTCCCTTAAGAAAGGGAGTGCAGTTC
CAGTTCCAGTTCCAACGTCAAGTTCTGACAATATAACAGGAGGTTATGATTGCAA
TATTTGTCTCGACTCAGCACACGATCCTGTTGTCACCCTCTGCGGACACCTCTACT
GCTGGCCTTGCATTTACAAGTGGCTTCAGGTTGATAGCTCAACTCCGGGATCAGA
AGAGAAATGTAAATGTCCAGTCTGTAAGGCTCACATCTCAAACTCATCGCTGGTA
CCTCTCTATGGCCGTGGAACATCATCCACAGAATCTGAATCCAAGAAGTCTCAAC
GGGATGTTGTAGTACCACGCAGGCCTCAAGCCATTGAGATATCAACTCTCGTTAA
TTCATTGTCTCCATCTTCTCACGTGAGTCAGCAACTTCATCACAGACGATCCGTCC
CCTCTGCCTTTGGTAGCTATGCTGCTTTAGCTCCATCCAGCTTTGGGGGTACTCCA
ACAATCAGTTTATCCAGTCCAACAGTTGGGGTATTCGGAGAAATGTTTTTGGGAA
GGATGTTCGGGAACTCAGACACAAGTTTATTTGCTTATCCTCACCCAAACACTTCC
ACCATTCCAGGAAGTGGTGGTTTTAGAATGAGGCAGATTAATGCACAAAATTGGC
TTAATGGTCGTGCTACTTTTTATGGAGTCAATCAAGATCCTAGCACCTTTGGTGGA
GCTTGTGGTTACGATAACCCTTATCATGCCGGATTTGGAGTAAACACAGCGGCAT
TAAGTAGTGCCTTATTCAGAAATGGACAAGCATGTGGAGCTTGCTACACAGTGAG
ATGCAACCGCCAGCTCGATCGCAAGTGGTGCCTCCCACATGGGGCCGTCACAGTG
ACGGCCACCAACTTCTGCCCTCCAAATAATCACGGAGGGTGGTGTGATGCACCAC
GTCAACATTTTGACATGTCTATGCCCGCTTTCCTTCGCATTGCTAGACAAGGCAAT
GAAGGCGTTGTTCCCATTCTCTACACCAGGGTGGCATGTAAGAGGAGTGGAGGA



GTACGTTTCACATTAAAAGGACAATCAAATTTCAACATGGTGATGATATCTAATG
TTGGAGGTAGTGGTGATATTAAGAGTGTTTCCATTAGAGGCTCAAGAACAAAAAC
TTGGCTTCCAATGTATAGAAATTGGGGTGTCAATTGGCAAAGTCGAAACGATCTT
CGATCACAAACGTTGTCGTTTAGAGTCACATTGGTTGATGGTAAGACGATGGAAT
TCATCAACGTTGTACCTTCTGCATGGAAATTTGGACAAACTTTCGCCTCACGCAG
ACAGTTTAATTAA

Nucleotide
>StEXPA-16

ATGTTCAGTTTTGTATCTGAAGAAGATGTTTCCCTTAAGAAAGGGAGTGCAGTTC
CAGTTCCAGTTCCAACGTCAAGTTCTGACAATATAACAGGAGGTTATGATTGCAA
TATTTGTCTCGACTCAGCACACGATCCTGTTGTCACCCTCTGCGGACACCTCTACT
GCTGGCCTTGCATTTACAAGTGGCTTCAGGTTGATAGCTCAACTCCGGGATCAGA
AGAGAAATGTAAATGTCCAGTCTGTAAGGCTCACATCTCAAACTCATCGCTGGTA
CCTCTCTATGGCCGTGGAACATCATCCACAGAATCTGAATCCAAGAAGTCTCAAC
GGGATGTTGTAGTACCACGCAGGCCTCAAGCCATTGAGATATCAACTCTCGTTAA
TTCATTGTCTCCATCTTCTCACGTGAGTCAGCAACTTCATCACAGACGATCCGTCC
CCTCTGCCTTTGGTAGCTATGCTGCTTTAGCTCCATCCAGCTTTGGGGGTACTCCA
ACAATCAGTTTATCCAGTCCAACAGTTGGGGTATTCGGAGAAATGTTTTTGGGAA
GGATGTTCGGGAACTCAGACACAAGTTTATTTGCTTATCCTCACCCAAACACTTCC
ACCATTCCAGGAAGTGGTGGTTTTAGAATGAGGCAGGTGGAAAAATCTCTTAACA
GATTATCCATCTTTCTTTTCTGCTGCATTATCCTATGCCTTCTCCTATTCTGAGTGT
TTAATATTTGATGTATAGTTGTGAAAATTATGCAGACTGTTGCCACTAACAGTCG
ATTAGTAGATAGTAGAAATACATAGGCATATAAGAGATTCAACAACCACCAAAA
AAAAACCTTCATACCGCGTAAAGGTTGCTTTTTTTGTTCTTACTGTTATATTGCTG
TGCATTCCCTTCTCTTTCGCGGAACTTTCTTGCCCTTGAGAAAGTGGCAACAGGCA
TAGCCATGGCTATCTGTTCTGTTACTTTGGTAGTCTCTTGTAAGGAGCCCAGTGAA
CCTTTTGCTTTGTGGCCCAAATGGTCTTTGTGATATTGGCAATGTAATATGAAGAA
TGAACATGTTACTTTCCTATTTTTTCTGTATTCTCCGATCTGCATCTTCTTTGCGTT
TTAAATTTGTTTGGATTTTCGTAAGTCAATTAAAGTTTTCGATCCAAGCCTCTCAA
AAATGCAGGGTAAGACTGTATAGAATAGACTCTTGTGGTTTCAGGCCTTCTCCGC
ATCTCCATGTAGCGAGAGCTTAGTGTATTGGGTTGCCTTTTTCGTTTTCTTTGAGC
TTAGTGTATTGGGTTGCCTTTTTCTTTTTCTTTTTTAAATTGAAGTTTTAGATTCTA
ATTTGATCTCGCACGGGACTATAAACTCATGTGTTAATGATAGGATTTTAAATTTA
ATTTTTGAATTTCTTAATACGAACATAAGTATTGAGAATAACAACAAGATTTTCA
CTAAGGAGATTTAAAACATAAAGAAGTAAATTAGGGAATTTAACATTTATATACG
CAACAACAACGAATCCATATGATTTCACAAGTGGTGTGTACAATCTTTATCCTAC
CTGGTGCAAATATAGAGACTTTTCTAAATAATTCTTAGCTCGAGTAAAACATTAT
ATATATATATATATATATANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN




NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNTATATATATATATATATATATATATATATATATATATTATTAGCCTTGGA
TTTATAATATAATTCAATGAAAGGATTCTAATGAACTCCTTGCCCCACCTAGCTCA
GCTGATGAGTGCGACCAAACTTATACGTAACCTTCAAGCTTCAACATATCTTTGTT
TTTCCCGGGTTTCTCATTAGGTGTATGGTATCCGCATGGGAGTCCGACTAATTTGG
ATTTGTGTCACTTAAGGTCTCATTTGAAGAGAAGTGCTCCCTATAATAAAAAAGT
TAATATTCAAAACTCAAATCTGAAACATTTGATTATAAAATGAACAGTTTCATCA
CCCTATCAACACGTAGATAATCCATTACAGCGAAAACAAACAAGATTTCAGTTAT
TCCATCTACTACTAGTACTATCAAATTTTTTAATTCAAATTAATAAAAAGAAAGTA
CCGGGAAAGAGATAAAAGTGGTACTCCGTAGTCCGTACGTACAACCAATATTAA
GTTAATGAAATTGTATCAATCGACTGACTAAATAGATATATCCTAAAGTCAATAA
CATGAATATATCACATACTTCCTCCGTCTCAAATTATTTATCACGATTCTCGCTTTT
ACACATCTTCAAGAAACATTAATTAAGAGGCTATTTTAACTATTTTACAACAATTT
TGTCTTCTTAAATTTCTAAAACGATATTAATTTGTGATAAATAATTTTAAAAATTA
TGACAGATAATTTGAGACGGAGAGTATATGTATATGATTAGCTGCTGATCGGATA
ATCACCGACGAATTGCAATTAAAACAGATTCTGCATAAACGGTGACATGTGATCT
TGCTTTCTTCTTGTCTATTTTCAACCCTTTTTTAAACAAACTTTTACGTACATTTCC
GTATAATAAAAAGAAAAAACGCGCATTGTTTTGAACTTTCTCAAAAATGAATAAC
AATAATAATAATAATTAATTTTTAAGATTCTTAGTATTGATGGTTTAGTTAAACTC
ATTTTATTTTTAAAATTATAGGATCAAACCTAAAATTCTTACGCATATTTATGTTT
TGTTTTGCCTAAAAAAAATGAAAATTTGAGAAATCAGACTATGTCACAACGAAAC
GAAAGGAGGAGATAAAGGGGTGAATGATATTATGTAGAAGCATTTTCGGGGATT
TAGAATAAGAAATGCTAATTATACTAATTAAACAATTAGTAGTGCTAATCATTTT
TGCTAATTCACAGTTTTTGTAAGATGAATAATTAAGTTTGTATTATAAGTAATCAC
CGACAACCGCGTATTTCTTATTACTGCTACTCTGTAGTAAGCATTAATTATTTGTT
TGAAAAATTATAGAATCCTAAAGTCTATAAAATAGGCACGTTCATTCATGCACTA
ATATATCTACTCATTATCTTCACTTCAATTCCAAGAAATATTAATACATTATATTC
TTTGTTCCATTTTGAAAATTTCAAGGTTAATTATGGAGAAATTTGTTCCTAATATT
TCGATTTGGAGGTTTGTTTTGTTGTTTACTACTTGTAATTTGTTTATTGAGGAGATT
AATGCACAAAATTGGCTTAATGGTCGTGCTACTTTTTATGGAGTCAATCAAGATC
CTAGCACCTTTGGTAAGCACCTCGTTAAATTAAATATCACTTCTCTATGATACCAA
TTATTGCTTTATTGAATTCGTTTCACTAACAGAACTCACGTTTCGACTTTGAGTAG
TTGCATGAAACATGTTTCATTATCATGAAATTATTGTAGGCCAAACATTCATATTG
GCGTGTAGGATGCACCTTGTCTCACCCTCACAGTCTTGGGTGATTCTTGTTGATGT
TGAGCTAGCTTTTATAGCTGAATTAAGATTAAGATCGGTTTCTTATTAAGAAACA
ACATAATTATTTTGTTTTTAGAATGAACCGGTTAAAAACATATAGTTTACTTTATG
TTATTGAAAAATGGACGTGTTGAGTCAAAATATGAATAGGTCAAAACAAGCTAA
GGCATCAAACTATGAACATGTCACATGTGACCTCATTTGTTCAAAAGTTTTACTCA
TGCCATATTGATTGTCATGGATCGATCAATAAAAGGTCATAATTCAATTTGTTCAA
CATGATCCAACTTCATTTTTCATTTTAATTTTTTTGTAATTTTGTATATTTGGGTTG
AATTTTCATAACATGTCATTTACTCTATTTGACTCATCGATATTATAACATGTGTC




GAGTTCAATCTACTAGATCATGAGTCATAACTCAATCCGTCTAACCTAAACACAT
GTTGAATATTCTTCTATTCTTCCCACATATGATAAATATTATTTCATTAAACGTAC
CAAGAAGTACAAACTATAATAAGCTTATAGTAATTAATTCCTAACTAATTAAAAT
TGGTCATTAGGTGGAGCTTGTGGTTACGATAACCCTTATCATGCCGGATTTGGAG
TAAACACAGCGGCATTAAGTAGTGCCTTATTCAGAAATGGACAAGCATGTGGAG
CTTGCTACACAGTGAGATGCAACCGCCAGCTCGATCGCAAGTGGTGCCTCCCACA
TGGGGCCGTCACAGTGACGGCCACCAACTTCTGCCCTCCAAATAATCACGGAGGG
TGGTGTGATGCACCACGTCAACATTTTGACATGTCTATGCCCGCTTTCCTTCGCAT
TGCTAGACAAGGCAATGAAGGCGTTGTTCCCATTCTCTACACCAGGTATATATAT
ATATATACCGCGTTCTTATATATGATTTTTTTTTTAAAAACCAATTATAATCAGTG
ACGTACACAAAATTTGTCAAATCTTTTTAGGGATTTACTTTTTTTTCGATTTAACT
ATACCTTTATTATGGACGTTTTAGTTAATAAAAGTCAAACTCCCTTTTTTTTAATG
AATAAATCATGATGCTACGTACATTGTAACTTGTAAGGCTGAAGAAAACGAAAA
GACAACATATGTAGAAAAAGAATAATTAGCATGTGAGCAACTTGCTTCTTGTCCA
AGAATAAAGCCTCTACATTAAGAATCACACTACAACAAGATCAAACAACTTTTGT
ATATATTTGTAATATATATAATATATAACACCTTTTGGCACGTTTACTTTATATAT
TCAATAGAATCGTAACTAAAATTTTGAATTTATGAATTCTCGATTTTAAAAACGAT
AACTTATTGAATTATATATGGATAAAATATTCATCATTTGACCAGATATAATTAAC
TGTTACGTATAACGAAATGATGTTATATCAATGATTGTTAATAATATAATATGTTG
TTGTAGAGAGGTTTTATTGTACATGTATATTAATTGGATTCATTTTAAACACAAAT
ACAAGATCTGTGTCGAATTAAAACTCAATGCTATTGAATTCTTTTAAATCGTAAG
CAGAACTTTAACTCCGCCCTTAATATATATATAAGATTTAATTTAATTTTGCAGGG
TGGCATGTAAGAGGAGTGGAGGAGTACGTTTCACATTAAAAGGACAATCAAATT
TCAACATGGTGATGATATCTAATGTTGGAGGTAGTGGTGATATTAAGAGTGTTTC
CATTAGAGGCTCAAGAACAAAAACTTGGCTTCCAATGTATAGAAATTGGGGTGTC
AATTGGCAAAGTCGAAACGATCTTCGATCACAAACGTTGTCGTTTAGAGTCACAT
TGGTTGATGGTAAGACGATGGAATTCATCAACGTTGTACCTTCTGCATGGAAATT
TGGACAAACTTTCGCCTCACGCAGACAGTTTAATTAA






