IDENTIFICATION

Species: Brachypodium distachyon
Locus: Bradi5g19340

Gene Model: Bradi5g19340.3.p
Description: BAEXPB-25
Family: Beta Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bdistachyon _v3 1
KEGG: https://www.genome.jp/entry/T01717

EXTERNAL RESOURCES

https://brachypodium.org/
https://archive.gramene.org/species/brachypodium/brachypodium_intro.html
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DOMAIN ARCHITECTURE

ey seq,

Superfanilies PLN0O0050

Name Accession Description Interval E-value
[+] PLN00050 super family  cl31535 expansin A; Provisional 31-255  7.09e-89
SEQUENCES

Peptide

>BdEXPB-25

MAPPLLLVLFLLPALAAGHQHPSSYGSSALSEWRHAKASYYAADPEDAIGGACGFGD
LGKHGYGMATVGLSTALFDRGASCGGCYEVKCVEDLKYCLPGTSIHVTATNFCPPNY
GFPADAGGVCNPPNHHFLLPIQAFEKIALWKAGVMPIQYRRVKCLRDGGVRFSVSGR
SFFFTVLISNVGGAGDVSSVKIKGTDSGWLSMGRNWGQIWHINLDLRGQPVSFELTSS
DGTALTDFTAVPKNWEFGKTYTGKQFLL*

CDS (coding sequence)
>BAEXPA-25

ATGGCTCCCCCGCTCCTCCTCGTCCTCTTCCTCCTCCCGGCCCTCGCCGCCGGCCA
CCAGCACCCGTCCTCCTACGGGTCCTCCGCTCTCTCCGAATGGCGCCACGCCAAG
GCATCCTACTACGCCGCCGACCCCGAAGACGCCATCGGLCGGGGLCGTGCGGETTCG
GGGATCTGGGGAAGCACGGGTACGGGATGGCCACGGTGGGGCTGAGCACGGCTC
TGTTCGACCGCGGCGCGTCGTGCGGCGGCTGCTACGAGGTCAAGTGCGTCGAGGA
TCTCAAGTATTGCCTCCCGGGCACCTCCATCATCGTCACGGCCACCAACTTCTGCC
CCCCCAACTACGGGTTCCCGGCCGACGCCGGCGGCGTCTGCAACCCGCCCAACCA
CCATTTCCTCCTACCCATCCAGGCCTTCGAGAAGATTGCCCTCTGGAAGGCCGGC
GTCATGCCCATCCAGTACCGCCGCGTGAAGTGCCTTCGTGATGGCGGTGTGCGGT
TCTCTGTCTCCGGGCGGAGTTTCTTCTTCACAGTTCTAATCAGCAATGTCGGTGGT
GCTGGCGATGTAAGTTCAGTGAAGATCAAAGGAACAGACTCTGGCTGGCTCTCAA
TGGGCCGCAATTGGGGCCAGATATGGCATATCAACTTGGACCTCAGAGGGCAGC
CAGTGTCCTTCGAACTCACCTCCAGCGATGGCACGGCGCTGACAGATTTCACTGC
TGTGCCCAAGAATTGGGAATTTGGCAAAACATACACTGGCAAGCAATTCCTGCTC
TAG

Nucleotide
>BJEXPB-25

GCAAAAGCCGAAGCACTGGCCTTGGCCTTGCACAGCTGCACGGTTCTACACTTCA
CCGTTCACACACTCTCCCCAGCTTTCGCTTCACTCCATTCCGTTCCACTGAGACAT

ACGGACGAACACCTGGGGGCCATGGCTCCCCCGCTCCTCCTCGTCCTCTTCCTCCT
CCCGGCCCTCGCCGCCGGCCACCAGCACCCGTCCTCCTACGGGTCCTCCGCTCTCT



CCGAATGGCGCCACGCCAAGGCATCCTACTACGCCGCCGACCCCGAAGACGCCA
TCGGTAAGCATAATGCTCCCCTGGCTCTTTCCCTTGGTCATGGCCATCTGCATCCA
AGAAACAAATCTACCAGGCTGTCCTTGCACTTCTAAAATTCTTTGTATACATGCCC
GAAGCATTAATTTCTTTCCTTCTTTCGGCGTCTGCCGCAAAGGAAATTCCAACAAA
CCGCACGCTCAGTTACCAGAGTTTCTGCTCGTACAGTTCCTGAAATTGCTTCCGTT
GTTCTGGTTCCAACCACATGAACGTAATTGATTTGTGCTTTGGAATGCGGCGTGC
AGGCGGGGCGTGCGGGTTCGGGGATCTGGGGAAGCACGGGTACGGGATGGCCAC
GGTGGGGCTGAGCACGGCTCTGTTCGACCGCGGCGCGTCGTGCGGCGGCTGCTAC
GAGGTCAAGTGCGTCGAGGATCTCAAGTATTGCCTCCCGGGCACCTCCATCATCG
TCACGGCCACCAACTTCTGCCCCCCCAACTACGGGTTCCCGGCCGACGCCGGLGG
CGTCTGCAACCCGCCCAACCACCATTTCCTCCTACCCATCCAGGCCTTCGAGAAG
ATTGCCCTCTGGAAGGCCGGCGTCATGCCCATCCAGTACCGCCGGTATGCGTGAT
TCTTAGCTGCATCCTTTGCTAGTTTGCTTCTGTCTGACTCTAGTGTACGCTGGTTGT
TACGGTAGATCTGAGGCTAATATTTTTCAGTTTCCTAATTCACTCTGCGTGGAACT
GTAAAAGTGACCTAGAAATGCATTGGTTTGCGTAATGTGGGGATCCCCAAAAGGC
TGAATTGCAAGTATCCGTTGGTGAGGAGTGTCTGAGTATGGAGGGAGGAAGTGG
ACCCTCTTCCAGTGTGGTGAAATTCTGTTAGGGTTCGAATTGGGGTAGTTTTATCT
GCTATAATGTGCCTTAGTTTGCCCTTTGATAAGTGTACTGTCATGTGTCACCAAAA
GGTGGTCCCGTGCCTCACATGTCAGTGACACGCGGCATTTATCAAGGGGTGAAAT
AAGACCGAGGATTTCATCAAATCTCCTTTAAAAAAAGGTAGAAAGAGCTCTACCT
TATACATTGGAAAAACAGTCCCAGAGGACAGGAGGTGCATAGAACCAAGTATTA
TAGTAAGGTAAGAGGAAAGCGCCCAGCATTGACTATCTAGAGGATCACATGCTC
GATTTGCATGAGAAATACTGTAGTAATAGAGTTCTGGTTCAGTATAAGCATAATG
ACTTCTGTATCTGCTTCAGTTTATTTGGATTTGTCGGTAATATGTGCTGGGTTGGC
ATTAAAACAGATCTATCATCTCGATGATGATAACCTGGTGATTTCTAGTAGTTGTC
GTTCTTAATCTTGCTTAACAGCAATGCTTCTTTATTCCAACATTCATGATTTGTCCA
AGGTTACTAGAGTGCAGAACCGGTAGGCTGAGCTATGATAACCCATATGAAGTGT
AAAACTGAAGAAGCACCTCATATTTAATCATGTATTCTGGTTTTTTTTTAACAGCT
AGATTGTTTTTTATTGCTGCTCAAAGAATTGTTTGAACAATATTCATGGAGAGGCT
CGCAGAAATAGTCCAGGGACGTCTAGAATTGTTGATCTGCAGCATAACACAAATC
TAGCAGATGAGCATCGCCAAGTTATTTGCTTCTCAGGTTACATGAGGTGCCTTTA
GTACCTGGTCAATACCAAACTGGCACATTCATTGTAGTTGTCCTCATATTTTGTGT
TTGCATTAGATATTTATGCCGGCCGGTACTCATTGAGTAGCTCTTTGGGATCCTTT
AAACTTCGTTGTTTAGGTCTTCATTAGCTATTGTTTCCAAACTGTCACTAATCGGC
TTAGGTTGTGCATACTCTTCTTGTTTCCCAACCAGTTGTGGTGGCACATTCACTGT
AGTTGTCCTCATATTCTGTGTTTGCGTTAGATATTTATGCTGCTTGGTACTCATTGA
GTAGCTCTTTGGGATCCTTTAAACTTTGTTGTTTAGGTCCTCATTAACTATTGGTTC
CAAAACTGTGTCATTAATCAACTTAGCTTGTGCATACTCTTCTTGCTTATTTAATA
GTGACCAAGATACAGACAAAATACGTTCTACTAACACTTCTAATTCACATCTGTA
AAATCAGGTACTACGCTTGTGTCATTAAGAATATATGCTATACTGAAGTAGCTGT
TATGCTTGAAAAGTTTTTTAGATGTATAAATAATCTTTACATGGGTCTAAGTTCGC
AGTCTAGCTGTGAGGTGCATCTGCAAGATGGCTTCTTAGGTGACGGATTAATACA
ATGTACTATTATGATCCTAAGAATTTCATGTTTCATACAACAATTGGCCTGACCGT
CTGAGGGCATTTGGGATTAATATATTCATCCTGTTGTGCTCAGACACTAAACTATG
TCATTGTGAGTTTCATCACTTGTTACATTGTTCCTTGAGTGTTAAAGCACGTGGCA
TGATTTTCATGATAACACACAAATGAGGACAAATGAACTTTGTTATATCATAATA
TATGTTAACATGACGAACCAAAGCAAAAAAATAGCTCAGTTTTTGGCCGAGGTTG




ATATGTTTTTTTATGAACAGCGTGAAGTGCCTTCGTGATGGCGGTGTGCGGTTCTC
TGTCTCCGGGCGGAGTTTCTTCTTCACAGTTCTAATCAGCAATGTCGGTGGTGCTG
GCGATGTAAGTTCAGTGAAGATCAAAGGAACAGACTCTGGCTGGCTCTCAATGG
GCCGCAATTGGGGCCAGATATGGCATATCAACTTGGACCTCAGAGGGCAGCCAG
TGTCCTTCGAACTCACCTCCAGCGATGGCACGGCGCTGACAGATTTCACTGCTGT
GCCCAAGAATTGGGAATTTGGCAAAACATACACTGGCAAGCAATTCCTGCTCTAG
AGGAGAATTAACAAATAGTGCATTACAGTTACTTATTTTTGTGTTCATCCTACGAG
TTGGTTGCACTGTATATCTCCGAGGAACAAAATTATTAGGAAAAAAAATATAATC
TCTACTGTATATTCCTCCGAGGAACGATATGATTATTAGAAAGAAATCTGTTCAG
TGCAGAGCTTCAGATAGAATTGTTCCGAAGATTTAAGACGCCTACAAATGATGCA
TCTAGTGTTTCAAAGTTGTAACTCCAGAAGCTTGATGTACCACCAAAACATAGAA
AGACATGTTCAGTATCTTGATTGTATATCTGTATTGATTATTGAGAATGGATTTTA
TAGCTGTATTGTTACTTTATCCTAGCAC



