IDENTIFICATION

Species: Oropetium thomaeum

Locus: Oropetium_20150105_20002A

Gene Model: Oropetium_20150105 20002A
Description: OthEXPB-10

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Othomaeum_v1 0
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Othomaeum_v1_0
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DOMAIN ARCHITECTURE

Specific hits Pollen_allerg_1

Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Deseription Interval E.value

[+] DPBB_EXPB_N 122275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 32-153 1.87e-78
[+] Pollen_allerg_1 plam01357 Pollen allergen; This family contains allergens lol PI, Pl and Plll from Lolium perenne. 162-238 1.57e-28

>0OthEXPB-10

MGCREAQFDAGDAGVDAENFNTSDAGKYWGPWLPARATWYGQPNGAGPDDNGG
ACGFKHTNQYPFMSMGSCGNQPLFKDGKGCGSCYKIRCTKDRSCSGRTETVIITDMN
YYPVSKYHFDLSGTAFGRLAKPGLNDKLRHSGIIDIEFTRVPCEFPGLKVGFHVEQFSN
PVYFAVLVEYEDGDGDVVQVDLMESNRRGGGRPMRESWGSVWRLDSNHRLQAPFS
IRIRNESGKTLVAREVIPANWRPNTFYRSIVQYS*

CDS (coding sequence)
>OthEXPB-10

ATGGGCTGCCGCGAGGCACAGTTTGACGCCGGCGACGCTGGCGTCGACGCGGAG
AACTTCAACACCAGCGACGCCGGCAAGTACTGGGGCCCCTGGCTGCCGGCCAGG
GCCACCTGGTACGGCCAGCCCAACGGCGCCGGCCCCGACGACAACGGTGGTGCC
TGCGGGTTCAAGCACACCAACCAGTACCCGTTCATGTCCATGGGCTCCTGCGGCA
ACCAGCCACTGTTCAAGGACGGCAAGGGCTGCGGCTCCTGCTACAAGATTCGGTG
CACCAAGGACCGTTCCTGCTCCGGTCGGACGGAGACGGTGATCATCACCGACATG
AACTACTACCCGGTGTCCAAGTACCACTTCGACCTCAGCGGCACCGLCGTTCGGCC
GCCTCGCCAAGCCGGGGCTCAACGACAAGCTCCGCCACTCCGGCATCATCGACAT
CGAGTTCACCAGGGTTCCGTGCGAGTTCCCGGGCCTGAAGGTCGGATTCCACGTG
GAGCAGTTCTCCAACCCCGTGTACTTCGCGGTGCTAGTGGAGTACGAGGACGGCG
ACGGCGACGTGGTGCAGGTGGACCTGATGGAGTCGAACCGACGGGGCGGTGGAC
GCCCGATGCGCGAGTCCTGGGGCTCCGTCTGGCGCCTCGACTCCAACCACCGGCT
GCAGGCGCCCTTCTCCATCCGCATCCGCAACGAGTCCGGCAAGACGCTCGTAGCC
AGGGAGGTCATCCCGGCCAACTGGAGGCCCAACACGTTCTACCGCTCCATCGTGC
AGTACAGCTGA

Nucleotide
>0OthEXPB-10

ATGGGGTCGCCGGGTTCCCTCGCCGGCGCCGCCGCGGCGCTCGCGCTCCTGTCAC
TCCTCGCCGTCGGCAGCTGCCGCGAGGCACAGTTTGACGCCGGCGACGCTGGCGT
CGACGCGGAGAACTTCAACACCAGCGACGCCGGCAAGTACTGGGGLCCCCTGGCT
GCCGGCCAGGGCCACCTGGTACGGCCAGCCCAACGGCGCCGGCCCCGACGACAA
CGGTGAGTTTTCTAAACTAAGCACCTGCATTTTTCTTTCCCGAGATCCCTTTTCTTC
TTCGTCGCGGCCGGCGGCTTGTTCTCGCCGTGTTTTGGTCGATCCGGGCAATGTGG



CTCATCTCCTTGCCTCTTGTATCTGCTAGGTGGTGCCTGCGGGTTCAAGCACACCA
ACCAGTACCCGTTCATGTCCATGGGCTCCTGCGGCAACCAGCCACTGTTCAAGGA
CGGCAAGGGCTGCGGCTCCTGCTACAAGGTATGGGACCGGTGGAGTTTTCTTTGC
ATAGTGTAATTTCTGATGAAATTTTCTACGAGTACCGCTGTTCCGTACCGATTCTA
ACCGTCAAAGCAGTACGTTATCTTAAGAGAAAAAAAGAAAAAAAACAATTAGAT
CGGCCCACTTGCATCGTCTGCAAGTTGAGGACCCCGCGCGCATGTGCGCTGLCGCC
TCACTGGATCTCCGTGATGCTAGTAGCGCCGTTCACTCTGGCATTGACCCTTGCTC
CTAACGTCCCGTGCAGATTCGGTGCACCAAGGACCGTTCCTGCTCCGGTCGGACG
GAGACGGTGATCATCACCGACATGAACTACTACCCGGTGTCCAAGTACCACTTCG
ACCTCAGCGGCACCGCGTTCGGCCGCCTCGCCAAGCCGGGGCTCAACGACAAGCT
CCGCCACTCCGGCATCATCGACATCGAGTTCACCAGGTCTGTAAACCGAAAACAC
TCTCGTGGTTGTTAAACACTGTTCTGTGCTGCTGCCACTCGAAGTAGGAGTAGTAT
AGTAGTACTACTACTATGTACTACAGTGGTACTCATCGAAGTACTACTGTAGTAG
TAGCGCTGTAGGAATCAAAATTATTACTGTAACCACTCGAGTAGTACTCCTAGTC
CTAGTTCGAGTTCCCCTCCAAAGATTTCGTCTGAGTTCAGGTTTGGAGTTTGGTCA
TCCGCAGAGCCCGGGAAAGTGAAAATAGTTTTCTTTGATGTGCGATGCGTCCGAT
CCAACGGCCTACATTACTGCGCCTCGCCGGACATCGGACACGGCATGTGCGGCAA
AGTGGCACAGCTGACAAAGCTCACTTTTATTGCGCTGCAGCCCCGCGCAACATGC
TCTGTTTTGGCTACTAGTGGGCGCGCACGCACCCCCTTTTGCAGCCCCGACGTTGT
ATCCTGCCCAAGCTGCGTCGTGCTTCTGCTACTACCACTACGCGCCACCGGCCAA
CTCCCCTTTTCGTTTCTTCCTTGTACTACTGGCTAAAGTTTAATCTTTGGTGATGGG
CCCCGGCTGGCCCAACAAGATGGGGAGATTGCTTCATTTGATTCCTCCGCGTAGT
AGGATTGTTTAGGCAAAACAACAAAAGCAATTCCAAGATTAGGACTATCTCTTTC
TTTTCTTCACTAGTAGTAGTACCACAGTACAGTAGTTCACATTTAGATTCTGTTTT
ACTAGTAGTACTAAGAAAGAAAAGGAAAAAAAATGCTGAAAGTAGTTTTGTGAT
GATGCAGGGTTCCGTGCGAGTTCCCGGGCCTGAAGGTCGGATTCCACGTGGAGCA
GTTCTCCAACCCCGTGTACTTCGCGGTGCTAGTGGAGTACGAGGACGGCGACGGC
GACGTGGTGCAGGTGGACCTGATGGAGTCGAAGTCTCCGCGTGGGCAGCCGACG
GGGCGGTGGACGCCCGATGCGCGAGTCCTGGGGCTCCGTCTGGCGCCTCGACTCC
AACCACCGGCTGCAGGCGCCCTTCTCCATCCGCATCCGCAACGAGTCCGGCAAGA
CGCTCGTAGCCAGGGAGGTCATCCCGGCCAACTGGAGGCCCAACACGTTCTACCG
CTCCATCGTGCAGTACAGCTGA



