IDENTIFICATION

Species: Setaria italica

Locus: Seita.1G260400

Gene Model: Seita.1G260400.1.p
Description: SitEXPB-03
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_ 2
KEGG: https://www.genome.jp/entry/gn:T02818

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_2
https://www.genome.jp/entry/gn:T02818
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Legend:
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DOMAIN ARCHITECTURE

1 25 0 75 100 125 150 178 am 228 20 262
Query seq. carbohydrate binding site § A}
Specific hits Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

Name Accession Description Interval E-value
[+] DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 32-156 1.55e-73
[+] Pollen_allerg_1 pfam01357 Pollen allergen: This family contains allergens lol PI, Pll and Plll from Lolium perenne. 164-239 2.71e-30

SEQUENCES
Peptide
>SItEXPB-03

MASKIQVRFRFTPFVALACLLRPGAPIELSDWSNDGGATWYGAPHGAGSDGGACGY
QNAVEQPPFSSMVTAGGLSIFQNGKGCGSCFQVKCTEHASCSGSPVTVVLTDECPDG
ACQQEPVHFDLSGTAFGAMAKPGQDDLLLNAGRLRVQYTRVPCNWHGMDVAFKV
DAGSNPYYLAVLIECESGDGDLRSVEVIQSGGAWAPMQQSWGAVWKYNSGPALQA
PISLRLISGSGRVLIADKVIPPGWTPGRTYRSIVNFNFS*

CDS (coding sequence)
>SItEXPB-03

ATGGCTTCCAAGATCCAGGTCCGGTTTCGTTTCACACCCTTTGTGGCTCTCGCCTG
CCTTCTCCGTCCCGGGGCGCCCATTGAGCTCTCCGACTGGTCCAACGACGGTGGC
GCGACGTGGTACGGCGCACCCCACGGAGCTGGGAGCGACGGTGGCGCGTGCGGEG
TACCAGAACGCCGTGGAACAGCCACCGTTCTCCTCCATGGTCACCGCCGGCGGLC
TGTCCATCTTCCAGAACGGCAAGGGCTGCGGCTCCTGCTTTCAGGTGAAATGCAC
CGAGCACGCGTCGTGCTCCGGCAGCCCGGTGACCGTGGTCCTCACGGACGAGTGC
CCCGACGGCGCGTGCCAGCAGGAGCCCGTGCACTTCGACCTGAGCGGCACGGCG
TTCGGCGCCATGGCGAAGCCCGGCCAGGATGACCTGCTCCTCAACGLCLCGGLLCGLCC
TCAGGGTCCAGTACACTCGGGTGCCATGCAACTGGCACGGGATGGACGTCGCGTT
CAAGGTGGACGCCGGCTCGAACCCATACTACTTGGCGGTGCTGATCGAGTGCGAG
TCCGGGGACGGCGACCTGCGGTCCGTGGAGGTCATACAGAGCGGCGGLCGCGTGG
GCGCCGATGCAGCAGTCGTGGGGCGCGGTGTGGAAGTACAACTCGGGLLCCLGLC
CTCCAGGCACCCATCTCCCTCCGCCTCATCTCCGGCTCCGGCAGGGTGCTCATCGC
TGACAAGGTCATCCCGCCCGGGTGGACCCCCGGCCGCACGTACCGCTCGATCGTC
AACTTCAACTTCTCATGA

Nucleotide
>SitEXPB-03

ATGGCTTCCAAGATCCAGGTCCGGTTTCGTTTCACACCCTTTGTGGCTCTCGCCTG
CCTTCTCCGTCCCGGGGCGCCCATTGAGCTCTCCGACTGGTCCAACGACGGTGGC
GCGACGTGGTACGGCGCACCCCACGGAGCTGGGAGCGACGGTGTCGAACTGTCT



ATGCACGGAGACACACATGAAACTGTATGTACGCGCGTAGCGAGTTCTCCGATCC
ATAGCAAAATCGAACCGCACTCATACGTTTTCTGCTCCAACCGCATGCATAGTTG
CATACACAAAGAATTCTTAGTAATGCCTGCCCGCGTACGTGAATGTCACATTTTTT
TTTGTGTGTAGGTGGCGCGTGCGGGTACCAGAACGCCGTGGAACAGCCACCGTTC
TCCTCCATGGTCACCGCCGGCGGCCTGTCCATCTTCCAGAACGGCAAGGGCTGCG
GCTCCTGCTTTCAGGTACTGTTCGTGCAAACCATGACACGGCCGTATCTTCAAAGT
CACTCGTATTACTGCACTCACTTAATGCATGACGCCGCCGCCGTTGGGGTTAACA
ATAAATTCCTCTACCTCCAGGTGAAATGCACCGAGCACGCGTCGTGCTCCGGCAG
CCCGGTGACCGTGGTCCTCACGGACGAGTGCCCCGACGGCGCGTGCCAGCAGGA
GCCCGTGCACTTCGACCTGAGCGGCACGGCGTTCGGCGCCATGGCGAAGCCCGGC
CAGGATGACCTGCTCCTCAACGCCGGCCGCCTCAGGGTCCAGTACACTCGGTAAG
CTATCGACCGCACGTACCGCGTGCGTGCACTGCACGGGTACTAGTCAGACAAGTA
GCGTGGTGAATGATCCAAACGGGCGACTAGAGGGGTGCCGATTCAAATTTCTTCA
ATGAACTTGACGAAAATCCCAAACCAATCAACAAATCTCTCTTCTAATATCAAAT
CCCGTTAGCTATGCAAGAGCTAATGGACCTAGGAATGGTGCTAGGAACCGAATTA
GAGACTAGCGGAAGCAGAAAAGAACGCAAACAAGTGTCGGAACACAAAAGTAC
GGAAACTCCGCAAAACTCTTCGGAAAATTCCGCAACTTCCGGAGAATCCGCACAA
ACCTTCGGAGAATCCGCACCTACGGAATTTCCAAGAAATTCTTCAGAATATTCCG
CACCTACGGAATTATCCAGAACGTTCTTCGAAAAATTCCGCACCTACGGAAATTT
CTGGAATATTCTTCGGAATATTTCGCAGCTCCAGAAAAACAGCCTTCGTGAGGAA
GTTGGAAAAATCCGAAACTCGATCAAACGACCTCCAAAAATCACGAAATTTGGA
CCTAGGACTCACAACAACATACCAAAGCTATTCCCAAAGAATCACTTCAAAAAGC
TTAAATATTCATCACTAATTTTGGAGAACATTGAAATCCTACCAAGAACTCGAGA
CTTTGGGAAAACTACAAATTCAAGCTGAATCTGTGGGGGATTTAAGGGGGATGAC
ATCATAGATGCTCGTAATGATCCTAGCAATAATTTCCCCCAACAAACCTCGTGCG
ATTTGGGCTCAAACTTGAAGAACCAAAAATCCGCGAAAATAGCTTTGAAAAGAC
CGAAAAAAATAGGAGAAACAAAAGATTTAGTCACAGATTTGAACCACAAACTCA
AGTAAATCATGAGGACAATATCTTTACAAGATAAGAACTAGCCTCCTTCTTTCAT
CCACCCACTAAGATGAAGAAATTAAGAGAAAAGAGTAATCACCCTCTCATCTCCC
TCTCTCCTCTCTCCCTCTAAGCACTTGGTTAACCTCTAAACAAATGAATTAGGGTT
TCTTGCAAGGGTGCTGAAACAACCAGCCATCCATCCATACATCCATCCATATATA
TAGTTCATGACATATGACTAAACTACCCCTACAGCTACAACTAAGATAACCATCC
ACGTAGGGGCATTTTGGTCTAGTTTTTTTAGACGCATCGGACGGACACGCCACCT
TTGCGACTCTGCTTTGCCTCGACGCAAGCTTCGCGATGATGCCACGTGCCTTCCTT
ATCGAAGCTCCGACCACACCTGGCTCGCCCCCGATTCTGAGGCCCAAACCAGGAA
ACCTGTCTGCGCGGTGGTTTTGAGGCTCAAACCATCCAAACCGTCCATCTCCGCTT
GGCCGCCTCGCGACATCCTCGATGTCGACGCGTGTCCGGCCTCCGTCAAGCCTCC
CGCTCGACTCGACCAATAACGTCTCCATCCCGTCATGTTCTCTCACCCTTCCGTGC
ACCGTGTGGACCGCCCATGACTCCGTTCGGACTCCTCGAGTCCATCGGTCCAATC
CTACTCGCGTTTATCCTTCACCGCCCTTGGTCCATCGGCATGAACCTTTCGCCTTA
CCTTCACCGCGTGCCATCGGCCGTTATGTCGCATCCTACACCTGCACATCACAAG
CCAAGAGTAACATCAAACTACACAACGTTATCAATCACTCATCATCCAAGGGTGA
CCACCATTGATCCTCAACATGTAGTCGCGCTTTCCGTGCATTACGCGTGATGCATA
CATGTTACTGCAGGGTGCACGTAGAGACAACATTTTTGGGGTAGCCTCCCCTTTG
TGATATACTAAATCTCGTGCTTGTCTTTTGTGCATGCAGGGTGCCATGCAACTGGC
ACGGGATGGACGTCGCGTTCAAGGTGGACGCCGGCTCGAACCCATACTACTTGGC
GGTGCTGATCGAGTGCGAGTCCGGGGACGGCGACCTGCGGTCCGTGGAGGTCAT



ACAGAGCGGCGGCGCGTGGGCGCCGATGCAGCAGTCGTGGGGCGCGGTGTGGAA
GTACAACTCGGGCCCCGCCCTCCAGGCACCCATCTCCCTCCGCCTCATCTCCGGCT
CCGGCAGGGTGCTCATCGCTGACAAGGTCATCCCGCCCGGGTGGACCCCCGGLLG
CACGTACCGCTCGATCGTCAACTTCAACTTCTCATGA



