
IDENTIFICATION 

Species: Panicum hallii 

Locus: Pahal.2G379900 

Gene Model: Pahal.2G379900.1.p 

Description: PhEXLB-01 

Family: Expansin Like Beta 

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1  

KEGG: https://www.genome.jp/entry/T07366  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1
https://www.genome.jp/entry/T07366


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhEXLB-01 

MAFPLRCLPALLYLSVLISKATADANFTVSKAVYYPNSDAKGTETGACEYGAFGATL

NNGDVSASASLYRNGVGCGACYQVRCTNPYYCSPSGVTIVITDSGASDGTDFILSQH

ALAGMGQNKDAGATLLNLGYVGIEYRRVPCIYPGKNIIFKITESSHFPYYFEFEIWYQ

QGNQDIIAVQLCEIVNLTCQLLSRTHGAVWAAVSPPSGPLSIRMLFSSGAPHGGSQKW

LVPTSIIPQNWTAGATYDSGVQVQLQ* 

CDS (coding sequence) 

>PhEXLB-01 

ATGGCTTTTCCCCTCCGTTGCCTCCCAGCTTTGCTTTATCTATCTGTGCTCATCTCC

AAGGCTACTGCAGATGCAAACTTCACGGTGTCGAAAGCAGTATACTACCCCAACT

CTGATGCAAAAGGGACCGAAACTGGAGCATGTGAATATGGCGCATTTGGGGCAA

CACTCAATAATGGCGATGTTTCAGCATCAGCAAGTCTCTACAGGAATGGGGTAGG

CTGTGGTGCATGCTACCAGGTTAGGTGCACAAATCCTTACTACTGCTCCCCAAGT

GGTGTGACAATTGTGATCACAGACTCTGGGGCAAGTGACGGGACCGACTTCATCC

TGAGCCAGCACGCATTGGCTGGTATGGGGCAGAACAAGGACGCTGGTGCAACAC

TGCTGAACCTTGGTTATGTTGGAATTGAGTACAGGAGGGTTCCTTGTATCTACCCA

GGCAAGAATATTATATTCAAGATTACTGAGAGCAGCCATTTCCCCTACTATTTTG

AATTTGAAATCTGGTATCAACAAGGCAACCAGGATATCATTGCAGTCCAGCTATG

CGAGATTGTAAACCTGACATGCCAGCTTCTGAGCCGAACTCATGGTGCAGTATGG

GCTGCTGTCTCCCCACCAAGTGGCCCTCTGTCCATAAGGATGCTATTTAGCAGCG

GAGCTCCACATGGTGGCAGCCAGAAATGGCTAGTTCCCACAAGCATAATACCAC

AGAACTGGACAGCAGGGGCCACGTATGATTCTGGGGTCCAGGTGCAGCTGCAGT

AG 

Nucleotide 

>PhEXLB-01 

AATTGTTTTCCTCATTCCGCTTTGTTTTCTTTGGGGAGAGGGCAATATCATTTAAA

GTTGCATGATATTACTTGCCAATTGACTCTGCAGGGACGGTCTGCGCCTATTCCTT

TCAACATCTTGTTGGCAGGAAAGCACTTAGCCTTCCCGAAAGGGATGGATATCCT

GGAAGATTTGCTGTCTAGTTCCTTCAGTTCTCTGAACTGGGTCAACGTTCTTGCTC

TGTGTAAAGCATTTTCTTATTGAAATATTCTGTGTAAAGCATCTCACGTCTCTTTA



TCCACGTCTCGTCCTCCGTCCCTTGTTTTTTTCCCCGCAGATGCAGATGCCAATGT

TGAGCTGCAGCATGCCTGACTCTGACTGCAATTTTTGTGGCAGTCAACTTCTTACG

TGGTTGGGTAATGCTCGTTAGTTTGGTTACTAGTTCATTTCATTTGCTTATTTATGC

TGCTAAGAGATTTTTACTTGATGTGATGCTCAGAATCGCCACGACAATGGTGATA

TGCTCTTAATTTAGTTTATAACACCAACAACAATCTTTTTCTGATGACAATTCGAA

AAAAATACTTGATTTTTTTATTCTGGACCCCTGTGGTATCCTAAAAATGGGCCGTA

GGAAATATCCTGCTGTATGTAAAAGTTTTCTTTACCAGTTGTAGAAGTCAAATTCC

AAAACCAAACTCTCCAAACACGGCAAGAAATTTTCTAAAACAGCCTCCAAAAAG

CTCCTACTCTTACAGGAAGAAATGAAGAAAGGATTTACAAGAACTCAGGCATGT

GTACACCCAGAAGCATATTCAACAACGGCATTGCCGTCCCCATCCATTCAAAACC

AAACCAGCTCGTAACTCGTGAGCAAAGGGGGGCACCTCAAGTTGAACACTATAA

ATATATGGCTCCGTCTCTCATCTTGCATATGTACAATATAATCTTCGTAAGCCTTG

TTGTTCGTTGCTGTACCATCGATGGCTTTTCCCCTCCGTTGCCTCCCAGCTTTGCTT

TATCTATCTGTGCTCATCTCCAAGGCTACTGCAGATGCAAACTTCACGGTGTCGA

AAGCAGTATACTACCCCAACTCTGATGCAAAAGGGACCGAAAGTAAGTAACATG

TGCTAACAAAGAAAGAAGTATACTAATGATAAAAGTTTGCTATGTTACTAGGCTT

GTGCGTAAATATCTAAGTAAACCATACATTATCAGAGGACAATTGTGTTTCTAAC

AAAGACTTTTTTAGCTGGAGCATGTGAATATGGCGCATTTGGGGCAACACTCAAT

AATGGCGATGTTTCAGCATCAGCAAGTCTCTACAGGAATGGGGTAGGCTGTGGTG

CATGCTACCAGGTAAATTCATCTCTGCTGGTAGTAGTTGTGTAAACAATGAAACA

TAACTGCTCGCACTAAAATTGTTTGCGACTGCCAACAGGTTAGGTGCACAAATCC

TTACTACTGCTCCCCAAGTGGTGTGACAATTGTGATCACAGACTCTGGGGCAAGT

GACGGGACCGACTTCATCCTGAGCCAGCACGCATTGGCTGGTATGGGGCAGAAC

AAGGACGCTGGTGCAACACTGCTGAACCTTGGTTATGTTGGAATTGAGTACAGGA

GGTGCATGCATAGTAAACATGGCTAAAGCTCTATACTTGAACAATATACCTAATT

GCTTTCTTTGCACGGCAAAGAAGCTGAAAACTACAACACAACTGATCTTGCATAA

TGAGTTAATGACATGAAAGGTTGAAATTTGTATGGTTTCTCTCAACTTCAGGGTTC

CTTGTATCTACCCAGGCAAGAATATTATATTCAAGATTACTGAGAGCAGCCATTT

CCCCTACTATTTTGAATTTGAAATCTGGTATCAACAAGGCAACCAGGATATCATT

GCAGTCCAGCTATGCGAGGTAAACACTAAAGCACATCATGTAGAAAAAAGACAG

TAAATTTTATGAATATTCAGAAAGACTTTAAATATACAGGAATGTAAATTGAAAT

TCCTAGTCCTAAATACCTGTTCATGGCTGAATGCAGATTGTAAACCTGACATGCC

AGCTTCTGAGCCGAACTCATGGTGCAGTATGGGCTGCTGTCTCCCCACCAAGTGG

CCCTCTGTCCATAAGGATGCTATTTAGCAGCGGAGCTCCACATGGTGGCAGCCAG

AAATGGCTAGTTCCCACAAGCATAATACCACAGAACTGGACAGCAGGGGCCACG

TATGATTCTGGGGTCCAGGTGCAGCTGCAGTAGCTATGATCGAATATGCAACGGG

ATTATATAGCTAGTATGATGATTGATTGTTCCCTTGCCTTCTAATCATGTATACTC

TTGCAGCATATTTATTGTAATTTCTGAAGATTTTGATGCCTATATATCAATAATTT

TTCATGGAAGAATATGCAATGTACAAAGTTTTCCGAACAATTGACAAAGCTCTGT

TAGCACTTCAAATAGATCTGGAGCCATCTTTTGTTTGCCCGCGGCAGACCAAGAA

TCATCACTGAAAT 


