IDENTIFICATION
Species: Daucus carota
Locus: DCAR_005669

Gene Model: DCAR_005669
Description: DCEXPA-03
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Dcarota_v2_0
KEGG: https://www.genome.jp/entry/T05350

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Dcarota_v2_0
https://www.genome.jp/entry/T05350

GENE STRUCTURE
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Legend:

Exon — Intron
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Query seq,
Superfanilies PLN00193

-+ Name Accession Description Interval E-value
[+] PLN00193 super family 42 expansin-A; Provisional 26-261 2.17e-93
SEQUENCES

Peptide

>DcEXPA-03

MASFLQTWSIKPLIMAFLVMNLSKSIAVQIYRPGPWSLAHATFY GDESASATMGGAC
GYGNLFNNGYGVDTAALSSTLFKNGYACGTCYQIKCVYSPWCYKGSPYATITATNIC
PPNWSQDSNNGGWCNPPRTHFDMAKPAFMKIAQWKAGIVPVMYRRVPCVKRGGLR
FTFQGNGYWLLVYVMNVAGGGDVANMWVKGSRTGWISMSHNWGASYQAFATLG

GQALSFKLTSYTSRETHAWNVAPANWNVGMTYKSWSNFH*

CDS (coding sequence)
>DcEXPA-03

ATGGCTTCTTTCCTTCAGACATGGAGCATCAAACCCCTGATTATGGCCTTTCTAGT
GATGAACTTGAGTAAATCGATTGCTGTACAAATTTATCGACCTGGGCCGTGGTCT
CTTGCTCATGCTACATTTTATGGTGATGAGTCCGCCTCTGCAACAATGGGAGGAG
CCTGCGGCTATGGGAACTTGTTCAACAATGGTTATGGTGTAGATACAGCAGCACT
GAGCTCAACATTGTTCAAAAACGGATATGCATGTGGAACTTGTTATCAGATTAAG
TGCGTTTATTCTCCTTGGTGCTACAAAGGGTCGCCTTACGCGACCATAACAGCCA
CAAACATATGCCCACCCAACTGGTCTCAAGACTCTAACAATGGCGGGTGGTGCAA
CCCGCCAAGGACTCATTTTGACATGGCCAAACCTGCATTCATGAAAATTGCTCAG
TGGAAGGCTGGCATTGTCCCTGTCATGTACCGCAGAGTGCCATGTGTCAAACGAG
GTGGCCTGCGGTTCACTTTTCAAGGAAATGGCTATTGGCTTTTGGTGTATGTGATG
AATGTTGCAGGAGGTGGTGATGTTGCAAATATGTGGGTAAAAGGTAGCAGAACA
GGATGGATTAGCATGAGCCACAACTGGGGAGCTTCTTACCAGGCTTTCGCCACTT
TAGGAGGTCAAGCTCTTTCTTTCAAGCTCACTTCATACACTTCCAGAGAAACTATA
ATTGCCTGGAATGTTGCCCCTGCAAACTGGAATGTCGGGATGACTTACAAATCAT
GGTCAAATTTCCATTGA

Nucleotide
>DcEXPA-03

ATGGCTTCTTTCCTTCAGACATGGAGCATCAAACCCCTGATTATGGCCTTTCTAGT
GATGAACTTGAGTAAATCGATTGCTGTACAAATTTATCGACCTGGGCCGTGGTCT

CTTGCTCATGCTACATTTTATGGTGATGAGTCCGCCTCTGCAACAATGGGTATGTG
TGCTATCTTATTTATCAAGTGAATGCAAATTTGTAAAAATCTTGTCTGTTTTGTAA



[TTTTTTTGTTTGGTTGAAATTCAGGAGGAGCCTGCGGCTATGGGAACTTGTTCAA
CAATGGTTATGGTGTAGATACAGCAGCACTGAGCTCAACATTGTTCAAAAACGGA
TATGCATGTGGAACTTGTTATCAGATTAAGTGCGTTTATTCTCCTTGGTGCTACAA
AGGGTCGCCTTACGCGACCATAACAGCCACAAACATATGCCCACCCAACTGGTCT
CAAGACTCTAACAATGGCGGGTGGTGCAACCCGCCAAGGACTCATTTTGACATGG
CCAAACCTGCATTCATGAAAATTGCTCAGTGGAAGGCTGGCATTGTCCCTGTCAT
GTACCGCAGGTATGCATTACGTGCTTGAACTTCGTTTAGTGAAACTTGCATTTCCA
CAAAATTTCTAACATGTCCTAAGAAGTCGAATTGACAAGTTTATTTGATTTTCCCA
GAGTGCCATGTGTCAAACGAGGTGGCCTGCGGTTCACTTTTCAAGGAAATGGCTA
TTGGCTTTTGGTGTATGTGATGAATGTTGCAGGAGGTGGTGATGTTGCAAATATG
TGGGTAAAAGGTAGCAGAACAGGATGGATTAGCATGAGCCACAACTGGGGAGCT
TCTTACCAGGCTTTCGCCACTTTAGGAGGTCAAGCTCTTTCTTTCAAGCTCACTTC
ATACACTTCCAGAGAAACTATAATTGCCTGGAATGTTGCCCCTGCAAACTGGAAT
GTCGGGATGACTTACAAATCATGGTCAAATTTCCATTGA






