IDENTIFICATION

Species: Sorghum bicolor Rio
Locus: SbRi0.01G325100

Gene Model: SbRi0.01G325100.1.p
Description: SbrEXPB-12

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
KEGG:-

EXTERNAL RESOURCES
https://www.sorghumbase.org/post/sorghum-bicolor-rio
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DOMAIN ARCHITECTURE
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specific hits B | Pollen_allerg_1
Superfanilies DPBB_RI1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E-value
[+] DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 42-163 6.85e-84
[+] Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P, Pll and PIil from Lolium perenne. 171-247 1.84e-32

>SbrEXPB-12

MATTFSSKAVAFAAIFSFLVTYGSCARPVSFNASDFTADPNWEAARATWYGAPTGA
GPDDDGGACGFKNVNLPPFSAMTSCGNEPLFKDGKGCGSCYQIRCQNHAACSGNPE
TVITDMNYYPVAKYHFDLSGTAFGAMAKPGRSDELRHAGIIDIQFKRVPCNYPGQK
VTFHVEEGSNSVYLAVLVEFEDGDGDVVQVDLMEANSGYWTPMRESWGSIWRLDS
NHRLQAPFSLRITNESGRTLVANQVIPANWVPNTYYRSIQY*

CDS (coding sequence)
>SbhrEXPB-12

ATGGCAACGACCTTCTCTTCAAAGGCTGTTGCATTTGCAGCGATCTTCTCCTTCCT
AGTCACGTATGGCTCCTGCGCCCGGCCTGTAAGTTTTAACGCCTCCGACTTCACCG
CCGACCCTAACTGGGAGGCCGCCAGGGCCACCTGGTATGGGGCACCTACTGGCG
CCGGTCCTGACGACGACGGTGGTGCCTGTGGGTTCAAGAACGTGAACCTGCCTCC
GTTCTCCGCGATGACGTCGTGTGGCAACGAGCCACTGTTCAAGGACGGCAAGGGC
TGCGGCTCATGCTACCAGATCCGATGCCAAAACCACGCTGCATGCTCCGGCAACC
CGGAGACGGTGATCATCACCGACATGAACTACTATCCGGTCGCTAAGTACCACTT
CGACCTCAGCGGCACGGCGTTCGGCGCCATGGCTAAGCCTGGCCGCAGCGATGA
GCTCCGCCACGCCGGCATCATCGACATCCAGTTCAAGAGAGTGCCCTGCAATTAC
CCTGGGCAGAAGGTGACATTCCACGTCGAGGAGGGGTCCAACTCCGTCTACCTCG
CGGTGCTCGTCGAGTTTGAAGATGGCGACGGCGACGTGGTGCAGGTGGACCTCAT
GGAGGCCAACTCCGGCTACTGGACGCCGATGCGCGAGTCCTGGGGATCCATCTGG
AGGCTCGACTCCAACCACAGGCTGCAGGCGCCCTTCTCGCTGCGCATCACAAACG
AGTCCGGCAGGACGCTGGTGGCCAATCAGGTCATCCCGGCCAACTGGGTGCCCA
ACACCTACTACCGCTCCATTATCCAGTATTGA

Nucleotide
>ShrEXPB-12

AACGCACAATCTCATCAGTACTAAGCTCCACCTTCTTAAGCTTGGAGTTGCTAGG
ACTGTCTGTGCTGCACTAAGACAAAGATGGCAACGACCTTCTCTTCAAAGGCTGT
TGCATTTGCAGCGATCTTCTCCTTCCTAGTCACGTATGGCTCCTGCGCCCGGCCTG



TAAGTTTTAACGCCTCCGACTTCACCGCCGACCCTAACTGGGAGGCCGCCAGGGC
CACCTGGTATGGGGCACCTACTGGCGCCGGTCCTGACGACGACGGTACGCACACG
CTTGGTGTTAGTTTAATTTAACAACGTTACAGGGCCTGTAATTAAATAAACAAGC
TTTATGTAGCCTATTGCCCTGTTTCTGGACGATATATATCAGTAAACTTTACATGC
CGCGCGCGGCATCCATTTGTGTGCATGCAGGTGGTGCCTGTGGGTTCAAGAACGT
GAACCTGCCTCCGTTCTCCGCGATGACGTCGTGTGGCAACGAGCCACTGTTCAAG
GACGGCAAGGGCTGCGGCTCATGCTACCAGGTACGAAGAAGAAGTACTAGATGA
ATTGGCCGTCAGAGATGAAGTTAACATTGGTGGCCTAATGCAAAGCAAAGGGAA
AGCTCATGCACAGTTTTGGCTTTTGACTCACATCACGCTCACTCAGTAGTTTTACT
GCCCTTTTTAATTTGCAGATCCGATGCCAAAACCACGCTGCATGCTCCGGCAACC
CGGAGACGGTGATCATCACCGACATGAACTACTATCCGGTCGCTAAGTACCACTT
CGACCTCAGCGGCACGGCGTTCGGCGCCATGGCTAAGCCTGGCCGCAGCGATGA
GCTCCGCCACGCCGGCATCATCGACATCCAGTTCAAGAGGTAGGTGGAGGAACA
AGCATTTCTAGCTCGTTGCGGAGACAGAGCCAACAGACAATGCAACAACCTGCA
GTAGTAGACCCTACTACCGGAACACAATCATATTTCGACCCTCTATTTACTGATTA
CTGGTGCTGTGGAGCCCCTGTACTTTGCGCAACTATAACTCTAACGACAGTGACC
GATTATCCATTGGGCGGTCCCAAGTAGATTCGCACAGATAGATCTTAGTACTATA
TATATACTTGGACGTACTTTCACAACTTGTCTTGCGCATACTATACCTGTGTTCTA
CTATCTGAAGCTGAAAGCCTAATCCAACATATCACATGGCTTTAATTCCTGCAGA
GTGCCCTGCAATTACCCTGGGCAGAAGGTGACATTCCACGTCGAGGAGGGGTCCA
ACTCCGTCTACCTCGCGGTGCTCGTCGAGTTTGAAGATGGCGACGGCGACGTGGT
GCAGGTGGACCTCATGGAGGCCAACTCCGGCTACTGGACGCCGATGCGCGAGTC
CTGGGGATCCATCTGGAGGCTCGACTCCAACCACAGGCTGCAGGCGCCCTTCTCG
CTGCGCATCACAAACGAGTCCGGCAGGACGCTGGTGGCCAATCAGGTCATCCCG
GCCAACTGGGTGCCCAACACCTACTACCGCTCCATTATCCAGTATTGATTTATTGC
TTAGGACATCAATTATTCGGGGTCATTGTTTTTTGATTAATTTGATATGTACCGTA
TCTATGTGGAAATACATTATTGGATTGATAAGGTGTCTCAGTTTAACTAGTAGGT
GAGATATCAGGAATCGGGATATATATATGCCGTCGACGTCTGTACGATTTGTTAG
AGTGCCGCAAGAGATTCACGAGTGGGAAACAGAGGAGGCAAGTTTGCGGGGGGC
TTGGGGTCCGGCCGTTCGGACAGAATCCCTGGTCGGGCAACAGACTCCCGCCCAA
ATTTCTCCGCGTCATTAGCAATTTTCTGTGGATGGCGCACATGCTTCGTTTTGTTCT
GCATGGAATATCGAATGCCACTGTGGACTGTATGTTTAATGGGCCTTGTTGACTG
TT






