IDENTIFICATION

Species: Setaria viridis

Locus: Sevir.9G155800

Gene Model: Sevir.9G155800.1.p
Description: SVEXPB-18
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
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Query seq.

binding site ]
Specific hits “— Pollen_allerg 1
Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits .
Name Accession Description interval  E-value

[+ DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 36-169 1.01e-70
[+ Pollen_allerg_1 pfam01357 Pollen allergen. This family contains allergens lol Pl, Pll and Plll from Lolium perenne. 177-252 2.03e-27

SEQUENCES
Peptide
>SvVEXPB-18

MASKIQRLSSFIAITVFASLLHPCVSIEFRHELSSWTTGIATWYGDPNGAGSEGGACGY
QYAVDQPPFSSLIAAGSPFIYDSGNGCGSCYQVVCSGNQACSGYPVTVVITDQGPGG
GPCLSQASDGMCLNEGAHFDMSGTAFGAMAKPGMADQLRAAGILQIQYTRVQCEW
PGVDVTFSVDTGSNPNYLAVLIEYEDTESDLSGVDIMQSSTGQWVPMQHSWGAVWR
LNSGSALQGPFHIRLTFSSGRVLIASNAIPAGWNAGVSYRSGGVAVTRARPRSAGCRG
YKAAGAFGDLVYHLLLLFVMLAL*

CDS (coding sequence)
>SVEXPB-18

ATGGCTTCCAAGATTCAGCGCTTGTCCTCCTTCATTGCCATTACAGTTTTTGCTTC
ACTCCTTCATCCTTGTGTGTCTATTGAGTTCCGCCATGAGCTCTCCAGCTGGACCA
CTGGCATTGCTACGTGGTATGGTGATCCTAATGGTGCCGGAAGTGAAGGTGGTGC
ATGTGGGTACCAGTATGCTGTCGACCAACCCCCATTCTCGTCCTTGATTGCTGCTG
GCAGCCCTTTCATCTACGACTCTGGAAATGGATGTGGTTCTTGCTACCAGGTGGT
ATGCTCTGGCAATCAAGCTTGCTCTGGTTACCCTGTGACTGTTGTCATCACTGACC
AGGGCCCTGGTGGGGGTCCATGCCTGAGCCAAGCAAGTGATGGCATGTGCCTAA
ACGAGGGCGCCCACTTCGACATGAGTGGGACGGCGTTTGGTGCCATGGCAAAGC
CTGGAATGGCCGATCAGCTCCGTGCCGCTGGCATCCTACAAATCCAATACACTCG
GGTGCAGTGTGAATGGCCTGGAGTGGATGTAACCTTCTCTGTGGACACCGGTTCG
AACCCGAACTATCTTGCCGTGCTCATCGAGTATGAGGACACTGAAAGTGACCTAT
CGGGCGTCGATATCATGCAGAGCTCGACGGGGCAGTGGGTGCCGATGCAGCATT
CGTGGGGTGCAGTGTGGAGGCTCAACTCTGGCTCTGCCCTCCAGGGCCCGTTCCA
TATCCGACTGACTTTCAGCTCAGGCAGGGTGCTCATCGCCAGCAACGCCATACCT
GCAGGGTGGAACGCCGGCGTGTCGTACCGGTCAGGAGGCGTGGCGGTGACGAGG
GCCAGGCCCAGGAGTGCTGGATGCCGGGGCTACAAGGCAGCAGGAGCATTTGGC
GATTTGGTGTATCACCTTCTCCTGTTGTTTGTGATGTTAGCGTTGTGA



Nucleotide
>SvEXPB-18

GTTATATTAAAAAAAGAAAACTTTGAACCAGACAATCATTGGTCTTCCGGGTTCC
ATTCGGATTTGCGAAAAAAAGTTAGTAGAGTACAGAAAGAGAGCATAAACCCCT
GCATCCCTGTGCTCTCGCAGTCGCAGGCACCGCTCCCCTGTCCTCACCGTCCCTTG
GCTCTCTCTCCTCGCCGCCGCCGCCCCCATTTCTCCACCGCCGCCACCCGCATTCC
CGCACCACCGCCGCCCGCATTCCACCGAGCCCACCCTTTCTCCTCGCAACACAAC
AGCGTAAAACTAAACGCCGCCTCTCCGGACCTAGGCCGAAGCCGCAATCCCCCG
AGCGGGCTAGCCCCAATGGCGGCCGCCTTGTAGTTGCGTGCCGCGGCTTTCGCCG
CTACAGCACCGGTGGGGTCCTCTAGCCTCGGATCTGACTGAGACAAGGCTAGCGC
GCTCGAAGCTTTGCTGGCATTGGAGCGGTTTCCCGTTCCGGCAGCGGGGTGGAGG
TAGCTCGTTGCTGCGGCACGACGGCCAGGTTCGGCGTGGTGCGCTCCTCAATCCT
CCGCTTTTAACTCTCACCTGGTTTCTAACACAGGTGTACCGTGTACATGTACTGAA
CTCTGTTTTTTGTGTGCAGAGGAATTTGGCTTCACAGAGCGCCGCGGCATCCAAG
CCCTGCCCATAAGACCGTAAGAATTTGACACGCCTTCTCAGTAATTGGTTCGAAA
ATGATGCTTGAGGATGCATATACATAGTAAACACTTCCATTGGATCTTGTTTTCAG
AGGAATCTGTGAATTGACTCCACTTAGTTAGGTTTGATTTTGATAACTCTAGTTGA
ATTGAATATGATTAGTGTGGCATACTAGAATGTAGAATCAGATATGAATTGGAAG
CGGGGAGTATGAAAGCTGCATCATTCTGGAGAGAAGTATTGATTTCAGCTTATAG
CACTAAAGCAGATGGCCAGAATGCCAGATGCTTGCAGGTGGGGTTTAGCACTAC
AGCAGATCCAAAGCCTAGTATGGTTAAAATACGGCTTGGTTTTAGTTGTGTTAAA
GGTGAAAGGATCTCAGTTGACGACCAAGGTCCTGGTAGCCAATATCAAGGTCAA
ATGTATAAATATGAATTCGATCTATGAGGTGTCAACGTAAAAGTACAATGAGATG
GAAATTGACCCATCCATTCATCTCAAACCCAAATGGTGAGGCTTTGAAGTCTGTC
AACATGTTGATATGCCAGGCATTATGTAGGTAGCTAGCCATAGCAAAAAATAGA
GACTAACTGCCAGAGCATGCATGATATGCTCTTGTGCTCGTGATTCCCTTTTTTTC
TTATTAATTAAGTTTGTTTTGTTATCTAGATAACTACATGTAAATTTTCCAAAGGT
CAGAAAAGGTAATGATGTCACCTTATCAACATAGTATTTTGACCTGCTTATATAA
ACCTGACTGCAGGATAAGGCTATTGATGTGCTAAAATTGTGCAGAAATGTTTGAA
ATTGTTAAGGGATATCTATTGTCATGCTTACCACATTCTTTTGATAGTAAACATGG
TGCTTCATTCTGAGAGACTAAAAAATACTGTCTGACTGTCTTTGTTTTTTTTTACTC
ATATCATTTGATATCAGTATAACTTTTGTGAAAGTTCAGATAAGGGAATAGAATA
ATACATTAAAATAAATTTATGCAGTTTGCCCATAGTGACTTCCTTTAGTTCAGAAA
ACTTCATTTGACTCTGATTAAGGCTGTGGAGGACATGTGAATTCTCTTTGCGAAG
GTAGAAAGAAGTGATTGATCATAAAGTAAAAACTAGAAACTAATGGTCTTGCAC
AGGTTTACTGTATTTATAATTGGATTTTCCTTCAAGTGCATATCCACTCCTTATCAT
TACTTCAGAACTTAGATACCAATTCCGTAGAAAAAAACAGTCATACCTCAACCAA
CAGCATTCACTTATGCCCCAGTGGTCACCTAGGAATTATTTTGGGCTTCTGGCTAC
CCCTACTAGCATTTTCTTACTTTGCAATCACCTAGACTTAATGATTTCATAATTCA
TATGCTAACTCTAAGCTCAAAGTCACAATACAAAAGTGATAAGGTGAGTACAGA
AGATATGAAAGAAAGGTAAAAGAAAAGGTCTGGTGGGTCCAGACTCCAGAGATC
TTATTTTTAGCTACTTTCAGTTCATAACCGTCATATTATCTTAGATTTTGTTAGGTA
TTTATGAATAGGATCCTTTGCACAATGTACTCATAGTTCCATCATAACAAAATATC
ATAACATAGGATTTGCTGTGGTGCATTGACTTATAACTGTAAGATCTGAATAACA
ATTCAGGGCTGTATGTGCAATTCTGCATGCCCTTTGATTTCTTCAAAGGTATCATG
AATTTTGTTTCAATGTGCATTTGCCTCATTATCTACTTCATACCTGTCCCAACTCCC




AAATCTTCTCCCACCTGGCCTTAGATTATGGGTTTACTATCTTGCTAGTGATGAAT
CATGAATGCGTTTGTATAATAAAACACAAAACTGTACTGTAAAATAAAGAGCAG
CCCTGTCCTGTTCTTTTGTCCTTAAGCATCTAGGAAAATTACACTAATTGTCCTAT
GAATATACATAACATAAGCTGCTTGACTCGTCCTCTCTCTCCTTGCAATTCCACGG
TATTTTATACCTTATCATCCACAGCTTACTGTCACATTGCAGAATATGGCTTCCAA
GATTCAGCGCTTGTCCTCCTTCATTGCCATTACAGTTTTTGCTTCACTCCTTCATCC
TTGTGTGTCTATTGAGTTCCGCCATGAGCTCTCCAGCTGGACCACTGGCATTGCTA
CGTGGTATGGTGATCCTAATGGTGCCGGAAGTGAAGGTAATAGTCACTCATGAAA
GAATATCTGTCATCTCAACAATCACCATATAATAGCTCTGCTCAGACCGGTGTGT
GGCTTCGATAGTTGTTCTGATGCATGTTTGTGTCAATGACACCCTTTGTAGGTGGT
GCATGTGGGTACCAGTATGCTGTCGACCAACCCCCATTCTCGTCCTTGATTGCTGC
TGGCAGCCCTTTCATCTACGACTCTGGAAATGGATGTGGTTCTTGCTACCAGGTGC
GTGCACTCCTTTGTGATTGAGGCGATCGCATGCTTGCGCTTCTGCCATTTTACATC
TGGAAATGCTGATTCATCAGGTGGTATGCTCTGGCAATCAAGCTTGCTCTGGTTA
CCCTGTGACTGTTGTCATCACTGACCAGGGCCCTGGTGGGGGTCCATGCCTGAGC
CAAGCAAGTGATGGCATGTGCCTAAACGAGGGCGCCCACTTCGACATGAGTGGG
ACGGCGTTTGGTGCCATGGCAAAGCCTGGAATGGCCGATCAGCTCCGTGCCGCTG
GCATCCTACAAATCCAATACACTCGGTATGCCGTTCATTCAGGACATGGCTGCTT
GCAACCAACTGTCGTCCTCGACTAATTTGTGTCGACCTTGCCATGACCCATGCGC
ATATGGATGTACAGGGTGCAGTGTGAATGGCCTGGAGTGGATGTAACCTTCTCTG
TGGACACCGGTTCGAACCCGAACTATCTTGCCGTGCTCATCGAGTATGAGGACAC
TGAAAGTGACCTATCGGGCGTCGATATCATGCAGAGCTCGACGGGGCAGTGGGT
GCCGATGCAGCATTCGTGGGGTGCAGTGTGGAGGCTCAACTCTGGCTCTGCCCTC
CAGGGCCCGTTCCATATCCGACTGACTTTCAGCTCAGGCAGGGTGCTCATCGCCA
GCAACGCCATACCTGCAGGGTGGAACGCCGGCGTGTCGTACCGGTCAGGAGGCG
TGGCGGTGACGAGGGCCAGGCCCAGGAGTGCTGGATGCCGGGGCTACAAGGCAG
CAGGAGCATTTGGCGATTTGGTGTATCACCTTCTCCTGTTGTTTGTGATGTTAGCG
TTGTGAATTAGTATGTTGCAAAATGCAGCTTTGGTAGTTTTGGGATGCAGATTAG
GACTACCTAGATGGACAGAGTTGTGTGTTTTGATATTTTTCTTGTAGCTGAGGCCT
AAGAGGATGGATAAGCAACTATTCTGGTTGGACAGTGCCCATTCATGTAAATACG
CGTTTCATGAAACTGACTGGGTTAGTTGAGCAACTTTGTCCCTATTTCCTAAAGGG
TCAAGAAGGATAGTTTTGCTATGGATTTGTATTTGCTTTTCAGG






