IDENTIFICATION

Species: Capsella grandiflora
Locus: Cagra.6011S0003

Gene Model: Cagra.6011S0003.1.p
Description: CgrEXPB-05
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Cgrandiflora_vi_1

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Cgrandiflora_v1_1

GENE STRUCTURE

CgrEXPB-05
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Legend:
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DOMAIN ARCHITECTURE
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Specific hits - Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfanily

List of domain hits hd
Name Accession Description Interval E-value
[+] DPBB_EXPB_N d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 34-154 1.56e-64
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P, Pll and PlIl from Lolium perenne 162-238  3.75e-21
Peptide

>CgrEXPB-05

MASSSIKSFSFILALTTLFAISLKPCYGHNKTHWNTAGITWYGDREGPGSTGGACGFG
DAVAKPPYKCMVSAGGPSLFKDGKGCGACYRLKCDHPFCTRKPIKVMISDECPGCT
KESVHFDLSGKAFGALAKRGKGDQLRNLGELKVSYKRACCKHPKTKIAIHVDAGAN
PYYMSFTAKYANGDGNFACIEVQPAGGNYIKMEEMRSAVWKLNSGSPLKGPFNIRL
TSAVSGKKIVAKGVIPEKWSPGAIYHSKVNFPVPKKHK*

CDS (coding sequence)
>CgrEXPB-05

ATGGCTTCCTCATCTATTAAATCTTTTTCTTTTATCCTTGCTCTCACAACTCTCTTT
GCAATCTCGTTGAAGCCATGTTATGGCCATAATAAAACCCACTGGAACACCGCCG
GCATCACTTGGTATGGCGACCGAGAAGGTCCTGGCTCCACAGGAGGAGCTTGTGG
ATTTGGTGATGCAGTGGCAAAGCCCCCGTACAAATGTATGGTTTCAGCCGGAGGA
CCTTCATTGTTCAAAGATGGAAAGGGTTGTGGGGCATGTTATAGGCTTAAGTGCG
ACCATCCCTTTTGCACAAGAAAGCCGATCAAGGTGATGATATCGGATGAGTGTCC
AGGCTGCACGAAGGAGTCTGTCCATTTTGATCTTAGCGGTAAGGCCTTTGGTGCA
TTGGCCAAACGTGGCAAGGGCGATCAATTACGCAACCTTGGAGAACTTAAAGTTA
GTTACAAACGTGCATGTTGCAAACACCCTAAGACTAAGATAGCTATCCATGTGGA
CGCCGGAGCAAATCCTTACTACATGTCTTTCACCGCTAAGTATGCAAACGGCGAC
GGGAACTTCGCCTGCATCGAGGTCCAACCGGCCGGAGGAAATTACATAAAGATG
GAGGAAATGAGATCCGCCGTTTGGAAACTAAACTCTGGTTCTCCTTTGAAAGGTC
CGTTCAACATCAGGCTTACCTCCGCCGTGTCTGGTAAGAAGATCGTCGCCAAAGG
TGTTATCCCGGAAAAGTGGAGTCCTGGTGCTATTTACCATTCCAAGGTTAACTTCC
CCGTTCCAAAGAAACACAAATGA

Nucleotide
>CgrEXPB-05

ATGGCTTCCTCATCTATTAAATCTTTTTCTTTTATCCTTGCTCTCACAACTCTCTTT
GCAATCTCGTTGAAGCCATGTTATGGCCATAATAAAACCCACTGGAACACCGCCG




GCATCACTTGGTATGGCGACCGAGAAGGTCCTGGCTCCACAGGTAAATTACTTAA
ACCCATTCATTGTTCCAATACATTATTAAAAATATTTTTACATATTTACATACGTA
TGGTCCCCAAATTCTATATACAGGAGGAGCTTGTGGATTTGGTGATGCAGTGGCA
AAGCCCCCGTACAAATGTATGGTTTCAGCCGGAGGACCTTCATTGTTCAAAGATG
GAAAGGGTTGTGGGGCATGTTATAGGGTATTTACATATAACGATTACAATTAATC
GGGTATCATATTGTAAATGTATAGCTATATATATATATACTAATCATGTGTTTATC
TATGTTATATATAGCTTAAGTGCGACCATCCCTTTTGCACAAGAAAGCCGATCAA
GGTGATGATATCGGATGAGTGTCCAGGCTGCACGAAGGAGTCTGTCCATTTTGAT
CTTAGCGGTAAGGCCTTTGGTGCATTGGCCAAACGTGGCAAGGGCGATCAATTAC
GCAACCTTGGAGAACTTAAAGTTAGTTACAAACGGTACGTATTGTCAAAAACTGT
TCTGCATGGTTCGGTTTTCTCGGGTTTTTTGGATAGAAAAAAAGCATGTATCGACA
TTTCAGTATATATATACGCCGAACAAATTTCGCATGCATGTATCGACGACGTTTAC
GGATAAAACAATAGACTAATTAATCCTAATTCAATATCATACATATACATATATA
TGCAGTGCATGTTGCAAACACCCTAAGACTAAGATAGCTATCCATGTGGACGCCG
GAGCAAATCCTTACTACATGTCTTTCACCGCTAAGTATGCAAACGGCGACGGGAA
CTTCGCCTGCATCGAGGTCCAACCGGCCGGAGGAAATTACATAAAGATGGAGGA
AATGAGATCCGCCGTTTGGAAACTAAACTCTGGTTCTCCTTTGAAAGGTCCGTTC
AACATCAGGCTTACCTCCGCCGTGTCTGGTAAGAAGATCGTCGCCAAAGGTGTTA
TCCCGGAAAAGTGGAGTCCTGGTGCTATTTACCATTCCAAGGTTAACTTCCCCGTT
CCAAAGAAACACAAATGA



