IDENTIFICATION
Species: Olea europaea
Locus: Oeu057990

Gene Model: Oeu057990.1
Description: OeuEXPA-09
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Oeuropaea vl 0
KEGG: https://www.genome.jp/entry/T05244

EXTERNAL RESOURCES
http://olivegenome.org/
https://genomaolivar.dipujaen.es/db/index.php



https://phytozome-next.jgi.doe.gov/info/Oeuropaea_v1_0
https://www.genome.jp/entry/T05244
http://olivegenome.org/
https://genomaolivar.dipujaen.es/db/index.php
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Query seq.
Superfanilies PLNO0O50

Name Accession Description Interval E-value
[+ PLNO00050 super family 3153 expansin A; Provisional 26-248 163e-127
SEQUENCES
Peptide

>0euEXPA-09

MHFLLLVFFLSFHNTYAYGGGAYGGWKSAHATFYGGSDASGTMGGACGYGNLYSQ
GYGTNTAALSTALFNSGLSCGACYEMRCNDDPKWCLPGTITFTATNFCPPNYALANN
NGGWCNPPLQHFDLAQPAFLKIAQYRAGIVPVAYRRVPCEKKGGMRFTINGHSYFNL
VLITNVGGVGDVHALWIKGSRTGWQKMSRNWGQNWQSNSYLNDQSLSFRVTASDG
HTVTSYNVVPASWQFGQTFEGGQF*

CDS (coding sequence)
>0eUEXPA-09

ATGCATTTTCTTTTATTGGTTTTCTTTTTATCTTTCCATAACACATACGCGTATGGT
GGCGGCGCCTATGGTGGTTGGAAAAGTGCCCATGCAACATTTTACGGAGGCTCCG
ATGCTTCCGGCACAATGGGTGGTGCATGTGGATATGGTAACTTGTATAGCCAAGG
TTATGGGACTAATACTGCTGCATTGAGTACTGCCCTTTTCAACAGTGGGCTGAGCT
GTGGTGCCTGCTATGAAATGAGGTGCAATGACGACCCGAAGTGGTGTCTTCCGGG
AACTATAACCTTCACCGCCACCAATTTCTGCCCACCAAATTATGCATTGGCCAAT
AACAACGGCGGCTGGTGCAATCCACCTCTTCAACACTTTGATCTCGCTCAGCCTG
CATTCTTGAAAATTGCACAATATCGTGCTGGAATAGTACCAGTGGCGTATAGAAG
GGTTCCATGTGAGAAGAAAGGAGGAATGAGGTTCACCATCAATGGCCATTCTTAC
TTTAACTTGGTGTTGATAACAAATGTTGGAGGAGTAGGAGATGTGCATGCATTGT
GGATCAAAGGGTCACGCACTGGTTGGCAAAAAATGTCAAGAAATTGGGGCCAAA
ATTGGCAGAGTAATTCTTACCTAAATGACCAAAGTCTTTCTTTTAGAGTTACAGCC
AGTGATGGCCACACAGTTACCAGCTACAACGTTGTACCAGCAAGCTGGCAATTTG
GACAAACTTTTGAAGGAGGCCAATTTTGA

Nucleotide
>0euEXPA-09

ATGCATTTTCTTTTATTGGTTTTCTTTTTATCTTTCCATAACACATACGCGTATGGT

GGCGGCGCCTATGGTGGTTGGAAAAGTGCCCATGCAACATTTTACGGAGGCTCCG
ATGCTTCCGGCACAATGGGTACGTTAACGATGTAAAGTAATTGCTTTTTTCTCTTA
ACAATGTTGGGTCCAGTCCAGTATACAAAACACGGCATCATTATTTTTATGTATAT
GTATAGGTGGTGCATGTGGATATGGTAACTTGTATAGCCAAGGTTATGGGACTAA
TACTGCTGCATTGAGTACTGCCCTTTTCAACAGTGGGCTGAGCTGTGGTGCCTGCT




ATGAAATGAGGTGCAATGACGACCCGAAGTGGTGTCTTCCGGGAACTATAACCTT
CACCGCCACCAATTTCTGCCCACCAAATTATGCATTGGCCAATAACAACGGCGGC
TGGTGCAATCCACCTCTTCAACACTTTGATCTCGCTCAGCCTGCATTCTTGAAAAT
TGCACAATATCGTGCTGGAATAGTACCAGTGGCGTATAGAAGGTATAATGCAAAT
ACTTAAAACTTTAAATTCAGAAATTATGTAATTTCATTTTTTATTTCATATTTTATT
GAATTTCACTGTCACCAAACCTTCATTTAAACTTCCAAAATGAGCTGTAAACGAT
GGAAATGCATAATTGGATCACGATGCAATGCCTAAAACACATGTTTAGCCCTGTC
GCCCTATATAAACATTCTACATGTGTACAAGAAGTTTGGCACAAAGATACTTAGA
AATTGCATGGTGTCATTCTTATAGTAATCATACTGCAGTTATCTTACTTTTTACGC
ACGTTTTCACCTATTTAGAGGACACAAGTGGTATTGCTTAATGACATCGTTTATGT
TACTTTTTGACAGGGTTCCATGTGAGAAGAAAGGAGGAATGAGGTTCACCATCAA
TGGCCATTCTTACTTTAACTTGGTGTTGATAACAAATGTTGGAGGAGTAGGAGAT
GTGCATGCATTGTGGATCAAAGGGTCACGCACTGGTTGGCAAAAAATGTCAAGA
AATTGGGGCCAAAATTGGCAGAGTAATTCTTACCTAAATGACCAAAGTCTTTCTT
TTAGAGTTACAGCCAGTGATGGCCACACAGTTACCAGCTACAACGTTGTACCAGC
AAGCTGGCAATTTGGACAAACTTTTGAAGGAGGCCAATTTTGA






