
IDENTIFICATION 

Species: Solanum pennellii 

Locus: XP_015085396 

Gene Model: XP_015085396.1 

Description: SpnEXPA-02 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

NCBI: https://www.ncbi.nlm.nih.gov/genome/?term=Solanum+pennellii  

KEGG: https://www.genome.jp/entry/gn:T04130  

EXTERNAL RESOURCES 

https://solgenomics.net/organism/Solanum_pennellii/genome  

 

https://www.ncbi.nlm.nih.gov/genome/?term=Solanum+pennellii
https://www.genome.jp/entry/gn:T04130
https://solgenomics.net/organism/Solanum_pennellii/genome


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SpnEXPA-02 

MAQIVIFLVCFLAIASFVKGYGKGKWINAHATFYGGGDASGTMGGACGYGNLYNQG

YGTKTAALSTALFNNGLSCGSCYEIKCVNEHKWCLSGSIKVTATNFCPPGGWCNPPL

HHFDLSQPIFQHIAQYRAGIVPIAYRRIPCRRKGGIRFTINGHSYFNLVLVTNVGGAGD

VHAVAIKGSKTQWQSMSRNWGQNWQSNSLLNGQSLSFKVTTSDGHSVVSKNVAPP

SWSFGQTYTGGQFH 

CDS (coding sequence) 

>SpnEXPA-02 

TATTCATCCATAATGTTTAATTTCTTGTAAGTAAAAAAAAAAAGGAGAATTAAAA

TAACATGAACAAAAATTATAATCTTTGTAATGGAAAAACAATCTTGTTTAATATG

ATCTTGTCAAGAACATCATGTTATGGCTTAATTAAGGAATATATATGGCTCAAAT

TGTGATATTTCTAGTTTGTTTTCTTGCAATTGCCTCATTTGTGAAGGGATATGGTA

AAGGAAAATGGATCAATGCTCATGCTACATTCTATGGAGGTGGTGATGCCTCAGG

GACAATGGGTGGTGCTTGTGGTTATGGGAATCTATACAATCAAGGTTATGGAACA

AAAACTGCAGCTTTAAGCACAGCTTTGTTCAACAATGGATTGAGTTGTGGATCTT

GTTATGAGATTAAATGTGTGAATGAACACAAATGGTGTTTGTCAGGTTCTATTAA

AGTAACAGCAACCAATTTTTGTCCACCTGGTGGCTGGTGCAATCCTCCTCTTCACC

ACTTTGATCTTTCTCAGCCTATTTTTCAGCACATTGCTCAATATAGAGCTGGAATT

GTACCTATTGCTTATAGAAGGATACCCTGCAGAAGAAAGGGAGGCATCAGGTTC

ACCATCAATGGACACTCTTACTTCAACTTAGTACTTGTGACTAACGTTGGCGGTGC

TGGTGATGTTCATGCTGTAGCCATCAAAGGATCAAAAACACAATGGCAATCAATG

TCAAGGAATTGGGGCCAAAACTGGCAAAGCAACAGTTTACTAAATGGACAAAGC

CTTTCATTTAAAGTTACTACTAGTGATGGACATAGTGTAGTCTCTAAGAATGTTGC

CCCTCCTAGTTGGTCTTTTGGCCAGACATACACTGGTGGTCAGTTTCATTGAAAGG

TTAGATCTTGAACATTTGGCTGCAAGGGGCGGATCTATAGAGGATAGTAAGGTGA

TTCAACCGAACCCACTCAACAAAAGGTATTTGTTATGTATAAACATATATATAGA

TTTTTGAACGATCTAAATATAATATTAAAGGTTTATTTAGACTTCAGTTGTTGAAG

GGATTTAAAATTAACCTTGAGGTTCTACGTTCAAATTTCAAGCACCCTTAGATGG

AAATCCTGAAACCTACAATTGTTGACATGGTTCGAAACTCAATGAAAATAATGAG

TTCGCCCCTCTACCTTTCTCTTACTTACATGTAATTATATAGATGTGTAACGTGAG



TCTAACCCACACATCATGTATTACACTCTTACTTGTATGTAGATGTAAGAATCCAG

TTAACTAGTGCAATCATGAATATTAAAATGGGCATGATGTTTCTTTTA 

Nucleotide 

>SpnEXPA-02 

CAATTAGATTTTGGACTCGCCCCCGGCTACGTGTCCTTTGGACCCGGTCCAAACCC

GGTGCCGCTTTAGGTTAGGGAGCTACTCAGACTATATGCTTAACACATGCAAGTA

GAACCTTGATTTTCGGAGTTCGAGCTTATGATCTTTCGAAAATAGTGTCTCTCTAT

CTCCTTGAGATAGTGATAAAATTTGCCTATAATCTATTTTCTCGAAATTCCACTTA

GTAAAATTCTAATGGCTGACTATATATATTATTGTAGAATTGTAGTTGTTACTCAA

GTTCCTTTTTATTATCATTATTAATAATTTAATTTAATGTCAATAGAAATATGAAA

AGGCAAATACATATATAAGAGAGAAGCAAATGGTAGATTAATTTTAATTGTGGCT

TATGTGATAGAGCTTTGTAACAACTCACTTATTTGATGAATATAAGTAACTAATG

ATATGAGCCACTTATATAACCACCCATTTCTCTATTCCAAAAATGAATCATGTGGT

ATTCATCCATAATGTTTAATTTCTTGTAAGTAAAAAAAAAAAGGAGAATTAAAAT

AACATGAACAAAAATTATAATCTTTGTAATGGAAAAACAATCTTGTTTAATATGA

TCTTGTCAAGAACATCATGTTATGGCTTAATTAAGGTACGTTTCAAAATAATTAAT

TAATTTTTTACTGAACTTTTTGAAAATCATAGTATATAATAGCGCACTCTAATATA

TATATATATATAGAGGCGTCTTGTTGATATGCCTTCAATATACACATCATTGTTGA

TCGTATAAATGTTATGAGAGCAATCCTATTCTAGGTTATTATATATATTTTGTGTT

TTAGTGAAATATTTTTGAAAGAATGAGTATTCCATCACAACCAATTTGTCTCAATT

TTTTTGACGCTATTTAATTGGATACAAAAATATATTTTTTTGATAAAAGAAAGAAT

TTTGAAAATTGTACTTATAACAAACTATAGATATTGATATAGTTGTGATATAAATT

ATCTTACTAAGATAAAATAAAAAAATTAAAATTAAATTATTTTAAAATATTTTTTT

TTATTTCTTTTTTAGCAGCTCATAGCCTCACGTGGGACAGTTTTAGGTACCCTAGC

CTTGAAATGGTCAATCAATTACTACTGAAGCATCTTAAAGGCCAAGTCATGCAAT

TCTTTTTATCATTCTCACGTTCGAATCAGTTTTCACCTATCTCAATTAATTTTATAT

GGTACCTATTAGCTTCACCAGTACTAATCGATAATTTCTTNGTTTTGTGTTTAAGT

GAAATATTTTTGACAGATGAGTATTCCATTAGAATTAATTTGTCTCAATTTTTGTG

ACGCTATTTAATTAAATACAAAAATATATTTTTTTGATATAAAAAAGAATTTTGA

AAATTGTACTTATAACACACTATAGACATTTATGTAGTTGTGATATAAATTATCTT

ACTAAGATAAAATAAAAAATTTAAAATTAAATTATTTTAAAATTATACTTATAAC

AAACTATAGACATTTATGCAATTCTTTTTATCATTCTCATGTTCTAATCAATTTTCA

ATTAATTTTATATGGTACCTATTAGCTTCACCAGTACTAGTCGATAATTTCTTCTC

ATATGTCCAAAATTTGATAGACGGAGTAACCATCTCATCTCCCCTATTTCTAAATG

CTTATTTACATCCTGTTATTAATTACTCTCTCAATTTTTTCTAAACTAAATCTCTAC

TTACTCTTTGTTGCATTGCTACATTCTCCAAGAAAATATTTCATCTGAACATTAGT

ATTAATGTTAGTCTCATAAAGAAAGATTACACATTTTTATATTAAGTAACAAATA

ACTTTCAAATACTCATTTCTCTTACATTTTCCTTGTTTTGATGGAATAAACATTGA

ACATTTACAAAATTGAGTGTATAACTAAAAAAAGTGCTAATTAAGAAGTTCCAAT

CTTTAATGCAGGAATATATATGGCTCAAATTGTGATATTTCTAGTTTGTTTTCTTG

CAATTGCCTCATTTGTGAAGGGATATGGTAAAGGAAAATGGATCAATGCTCATGC

TACATTCTATGGAGGTGGTGATGCCTCAGGGACAATGGGTATGCAAACTTAATTA

GTAGTTCTCTAGCTCCGTTTCAAGGTCAAAATCGATATCGTAACTAGTATCATCAT

TATCATCAAATCCTTTAGAAATACTATAATGAATGGAGTATAGAGTTTGTAGCTA

GGAACTTGTATAGGAATACTATAAAGAAAGGAAAATGTCATAGTTCGTTGCTTGG



TGTTTTACCAAACAGGATAGTAATGTTCCTATAGAATCTATCACTAAAATATCCCT

CGTACGGATAAGGCTAAGCAGAGGGGAAAGATTTTCCATCAAATACAAATATAT

CGGTAAATGCAGGATCTAGAGTTAGTGAATTTTCGAGAAAAAAGATAGAGCATG

ATCTCATTACATTTATATATTTTACTTGATTTTTACGTATATATTACACAATTTAAG

AGAAAATTAAGGGTTCAATTAAGCTAACATAACTCCACATAACTTTTTCTTTGTTT

ATGTTGGTTCCTATTAATTCTGGCTAGGTAAGCTTGCTCGCTTTGTCTGTCTCAGG

CTCGTATAGACACGGAGAGTTCTGGTTTCAAGAATGACAATGACTTCGTTATACT

CATACTTTATAGGGAAATATGACAAATATATCCTTGAATTATCGTAAATGATATG

TAAATATTTTCCGTCATATTTTTTGTACATTGTTTCTCCTGCCGTTTAAAAACTAGA

ACATATATGCCCTTCACTCTAACAGAAGACTAAATAGGACAGATGACACAATTTT

ATCAGTTGATCCGATATTTAATAAATATTGGATCGATGGATAAGATTATGACACG

TGTATGTTTGTTAGTGTAAAAGGTATATATGCTCTAGTTTTTGGGCGACAGGGAG

ACCAATGTCACAAAAATATGATAAAGGATATCTACATACCAGTTACGATAGTTCA

TGATATATTCCTCTTGTTCCCAACTTTTAATTGATTTTTGCATAAGGCAAAATCAA

AGGGTCCAATTGAAATCATAGAATTCACAATAATTTTGCCCTTGTTTATATTGATT

CTTGTAAGTTTTGCCTGACAAACGAGCGAGTCGAGTTGAATATGAGTTGAGCAAA

ATAAAAATGAATAAGTTATCCGACTCGATTCATATTTTAAATGGATAAAATGAAT

TTACCCAATGGATAATATTATCCATATTATATTAGAGATCTTGTTAAAAGCTTTAA

AAACACAAAAAAGATTCTATCACTTAACTACACCCCTACCAGCCCTCCCCCCACC

CACCTCCAAAAAAAAATGTAAAAAATAAATAAAAAATTCCACCCAACCNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCACCCCCACCCCCACCCCA

AATCCCAAATTAAATGTAACAGAAGTTTCATGTTTTTTTTATAGATTCTTTTTGTA

AAAAAAAAAAATCTTACTACCCAACCTTAATCACTTTTTTTTTGTTTGCTTTTACC

CATTTTATCCATTTAACTATCCATTTTTAAATGGATAATATGGGTATTACTCGTTCT

TTATCCATTTTCAAATGAGTTTGATACCCAATTCATTTAATATGGGTAATATGAAT

CGATACCTATATTATTTACCTATTTTGCCACCCCTAGTTCTAACAATCAATAATGT

TGAATTGTGTGGAACTTTATTCACATGTATTTTCCAACATGTGGTGCTTGTGGTTA

TGGGAATCTATACAATCAAGGTTATGGAACAAAAACTGCAGCTTTAAGCACAGCT

TTGTTCAACAATGGATTGAGTTGTGGATCTTGTTATGAGATTAAATGTGTGAATG

AACACAAATGGTGTTTGTCAGGTTCTATTAAAGTAACAGCAACCAATTTTTGTCC

ACCTGGTGGCTGGTGCAATCCTCCTCTTCACCACTTTGATCTTTCTCAGCCTATTTT

TCAGCACATTGCTCAATATAGAGCTGGAATTGTACCTATTGCTTATAGAAGGTAT

GATCAATCGGTTTTTGCTCTTTAAGTTGATCTCATTTTACATTTACGCCCTTCCAAC



TTTGGTGTGCACAAGTAATCACTTTAACTTGTATAAAGTTTAACAAGTAAACACA

TGAGTTCTACGTGACATAGTACATGTAGGACAACATGTAGGACATGTTTGTTTAT

ATGTTCAACTTTTATACAAGCTTAAGTGTCGTCTCTTTGTGTGATTCCAAAGTTGG

AGGGCATATATGTAATCTAAGGCCAAGTTAAAAGGCACATTTATGTATTATGCCT

ATAATATAACATGAAAAGTTGGTTCTAAAAGAATTGGTCATTATACTGAAATATT

GTTAAAGGGTAGACTGATTGTTATAGAACGGTTTGACTGCACTTGGTCCAAATAA

TGCTTGATTATATGATTTTCCTTCCAAATGTCATGTTGATGCTCGGTCACGCCGTG

CGTGAAATACACAAACTTAAATCAACTTGATGCTCAAGGTTGCCTCATATGATCA

GTCAATGATCAGAGCCGTTAATTAGTCCACCAGATATTGCCTACATCCTACCTGG

CGGAGCCAGGCAGGCCTGAGAGGGTTCATCTGTATCACCTTTAGCGGAAAATTTC

ACTGTTTATATTTGGTTAAAGTTATTTTTTCTATGTATATATAATAGATATTGAAC

CCCTTTGACTTCATTGTCTCTGTTTACCTCATATATTGAATCTCTTCGATGAAAATT

CTCGCTCCGACATTGCTTTTAGTATAGGTACTCTGTCTACCAAGTCTTAAAAGATA

CAAAAGAATCACCTAACACTTTTTGCCTTCGTTGGAATTCAAACTCTTCTTTTTCG

TGATCCATTTTAGCTTCATTAACCGTTAGGTCTCACCGACTCAACTAACATTAACT

CTATTGTCAACTCTTCCAGGATACCCTGCAGAAGAAAGGGAGGCATCAGGTTCAC

CATCAATGGACACTCTTACTTCAACTTAGTACTTGTGACTAACGTTGGCGGTGCTG

GTGATGTTCATGCTGTAGCCATCAAAGGATCAAAAACACAATGGCAATCAATGTC

AAGGAATTGGGGCCAAAACTGGCAAAGCAACAGTTTACTAAATGGACAAAGCCT

TTCATTTAAAGTTACTACTAGTGATGGACATAGTGTAGTCTCTAAGAATGTTGCCC

CTCCTAGTTGGTCTTTTGGCCAGACATACACTGGTGGTCAGTTTCATTGAAAGGTT

AGATCTTGAACATTTGGCTGCAAGGGGCGGATCTATAGAGGATAGTAAGGTGATT

CAACCGAACCCACTCAACAAAAGGTATTTGTTATGTATAAACATATATATAGATT

TTTGAACGATCTAAATATAATATTAAAGGTTTATTTAGACTTCAGTTGTTGAAGGG

ATTTAAAATTAACCTTGAGGTTCTACGTTCAAATTTCAAGCACCCTTAGATGGAA

ATCCTGAAACCTACAATTGTTGACATGGTTCGAAACTCAATGAAAATAATGAGTT

CGCCCCTCTACCTTTCTCTTACTTACATGTAATTATATAGATGTGTAACGTGAGTC

TAACCCACACATCATGTATTACACTCTTACTTGTATGTAGATGTAAGAATCCAGTT

AACTAGTGCAATCATGAATATTAAAATGGGCATGATGTTTCTTTTATATGTCCTTC

CTTTTCTTTTTTGCTTCTTTGCCTTGTAGTGTTAATCATCTTTTCTACTCCTCTTTTT

TTCCTAGATGCCATATAGTCGTCTAACAATACCTTAATTCAACCATCATGTACTGT

GGTGCAGTGATGGAGTATTCCACCCTTAACCAAAGTTCTCGGATTAGAGCTTTAG

ATATGGAGAAAATCCTGTTGGAAGTGATTTGAAAGATTGAAGGACTCGCAGCCAT

ATCATTAATCGATACATTAAGTTATAAGACACGGAGCGTAAAATTTAGTATATGA

TAATAAATCAATTGTTATCATATTTACCAGACTATTAACTATATGTGGGCATTTGA

CCGTGTCTCATTGTGAAACTTGAAAAAATTTATAGTTTTTGTGGTCAAATGTATTT

TTCGGAGTTCCAACTCCCCCAAAAAAAAAAGTAAACTTTTTTCATAGTTAAGGCC

TCCTAAGTTTATTAAGAGATTTACTTATAATTATGGACTTGAAT 


