IDENTIFICATION

Species: Oryza sativa

Locus: LOC_0s05919600

Gene Model: LOC_0s05919600.1
Description: OstEXPA-25
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0
KEGG: https://www.genome.jp/entry/T01015
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Superfanilies

+| Name Accession Description Interval E-value
[+] PLN00193 super family cl33423 expansin-A; Provisional 8-248 1.13e-120
SEQUENCES

Peptide

>OstEXPA-25

MAMPVVQVLLLCALAYQAVDAQWTPATATFYGGSDGAGTMGGACGYGNLYNAG
YGLNNAALSSALFNDGAMCGACYTIACDTSQSTWCKPGTSITITATNLCPPNYAKKS
DAGGWCNPPRKHFDMSQPAWTSIATY QAGIVPVNFKRVPCQKSGGIRFTISGRDYFEL
VTVENVGGSGVVAQVSIKGSKTDWMAMSRNWGQNWQSNAYLNTQSLSFKVKLDD
AREVTVWNIAPSNWNFGTTYTSNINF*

CDS (coding sequence)
>OstEXPA-25

ATGGCAATGCCAGTAGTACAAGTGCTTCTTCTTTGCGCATTAGCTTATCAAGCAGT
CGACGCCCAGTGGACACCAGCCACGGCAACGTTCTACGGCGGCAGCGATGGCGC
TGGTACCATGGGAGGCGCGTGTGGATACGGCAACCTGTACAACGCCGGGTACGG
GCTGAACAACGCGGCGCTGAGCTCGGCGCTGTTCAACGACGGCGCCATGTGCGG
CGCGTGCTACACCATCGCCTGCGACACCAGCCAGTCCACGTGGTGCAAGCLCCGGC
ACGTCCATCACCATCACGGCCACCAACCTGTGCCCGCCCAACTACGCAAAAAAAA
GCGACGCCGGCGGGTGGTGCAACCCGCCTCGCAAGCACTTCGACATGTCGCAGCC
GGCCTGGACCTCCATCGCCATCTACCAAGCCGGCATCGTCCCCGTCAATTTTAAG
AGGGTACCGTGCCAGAAGAGCGGGGGCATCAGGTTCACCATAAGCGGGAGGGAC
TACTTCGAGCTGGTGACGGTGTTCAACGTGGGAGGCAGCGGCGTGGTGGCGCAG
GTGTCGATCAAGGGGTCCAAGACGGACTGGATGGCGATGAGCAGGAACTGGGGC
CAAAACTGGCAGAGCAACGCCTACCTCAACACCCAGAGCCTGTCGTTCAAGGTG
AAGCTCGACGACGCCCGCGAGGTCACGGTGTGGAACATCGCGCCCTCCAACTGG
AACTTCGGCACCACCTACACGTCCAACATCAACTTCTAG

Nucleotide
>0OstEXPA-25

TGCTAATCCCTGCTATAAAATGCAGAGTCAAGCTGCTAGGAAGGCCACTGCAGAA
CATAGCTAGCTCAAGAGTGCAGTTCTACAGCAAGTTCTTCCATCGTCTTTACCAAT
TAACACAATGGCAATGCCAGTAGTACAAGTGCTTCTTCTTTGCGCATTAGCTTATC
AAGCAGTCGACGCCCAGTGGACACCAGCCACGGCAACGTTCTACGGCGGCAGCG
ATGGCGCTGGTACCATGGGTACGTTCGTTTATCTTCCTCCATTTCTGCAAAACGTT
TTCTTTTTTTTTTTCCTTTCTGGAGAAATGTGCATGCATATTGATGATGTTGATTGT




GCGTGCATATGCATGCAGGAGGCGCGTGTGGATACGGCAACCTGTACAACGCCG
GGTACGGGCTGAACAACGCGGCGCTGAGCTCGGCGCTGTTCAACGACGGCGCCA
TGTGCGGCGCGTGCTACACCATCGCCTGCGACACCAGCCAGTCCACGTGGTGCAA
GCCCGGCACGTCCATCACCATCACGGCCACCAACCTGTGCCCGCCCAACTACGCA
AAAAAAAGCGACGCCGGCGGGTGGTGCAACCCGCCTCGCAAGCACTTCGACATG
TCGCAGCCGGCCTGGACCTCCATCGCCATCTACCAAGCCGGCATCGTCCCCGTCA
ATTTTAAGAGGTATACGCGAAATCGCAAAACACAAGTCACTACTACAGAAACCG
GCCCCTTCATATATGATATATATCGATCGGTTCGTTGTGTCAGGTTTTAAACCGGC
AGTGACATGAACATGTGCTTATGAGCGGCTGTGTGTGCATTTTTAGGGTACCGTG
CCAGAAGAGCGGGGGCATCAGGTTCACCATAAGCGGGAGGGACTACTTCGAGCT
GGTGACGGTGTTCAACGTGGGAGGCAGCGGCGTGGTGGCGCAGGTGTCGATCAA
GGGGTCCAAGACGGACTGGATGGCGATGAGCAGGAACTGGGGCCAAAACTGGCA
GAGCAACGCCTACCTCAACACCCAGAGCCTGTCGTTCAAGGTGAAGCTCGACGAC
GCCCGCGAGGTCACGGTGTGGAACATCGCGCCCTCCAACTGGAACTTCGGCACCA
CCTACACGTCCAACATCAACTTCTAGTTTGTTCAACCAAGAATTTAGTCAGCATCT
TGCTGGGAGCAAATTATATATATCTACCTCGATTAATTATTATAATTACTAGTATA
TATATATGACTTAATTATTAGGACGAATTGTCATTATTGACGATCGATGTATTGTC
TAGGACAGATATTCGTCGGCTTATGTAAAGGTAGGCAGAGAGCGATGTTCTTTTT
GGAAAATCAGTTCTGTTTGCCGGTTTCTACTCTTGATCCTGCGCTGCAATATTACT
GCGGTTGTATTATACTTGGATAGAGGCTTGGTATCTGAGCCCTCTAAGTAATCAA
TTAATGCAGTATTTACATTTAATAAATAGATCCAAATTACT





