
IDENTIFICATION 

Species: Populus trichocarpa 

Locus: Potri.008G057100 

Gene Model: Potri.008G057100.1.p 

Description: PtEXPA-14 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Ptrichocarpa_v4_1   

KEGG: https://www.genome.jp/entry/gn:T01077  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Ptrichocarpa_v4_1
https://www.genome.jp/entry/gn:T01077


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PtEXPA-14 

MTDRATISFISLVLLLSLVEARIPGVYTGAAWQSAHATFYGGNDASGTMGGACGYG

NLYSQGYGVNTAALSTALFNNGLSCGACFEIKCANEPQWCHSGSPSIFITATNFCPPN

YALPSDNGGWCNPPRPHFDLAMPMFLKIAEYRAGIVPVSYRRVPCRKPGGIRFTINGH

RYFNLVLITNVAGAGDIVKVSVKGSRTGWMSMSRNWGQNWQSNSVLVGQSLSFRV

TGSDRRTSTSWNVVPSNWQFGQTFAGKNFRV* 

CDS (coding sequence) 

>PtEXPA-14 

ATGACTGACAGGGCTACCATTTCTTTTATATCTTTGGTGCTGCTTTTGAGTCTTGTT

GAGGCAAGAATTCCCGGTGTTTACACTGGTGCAGCCTGGCAGAGCGCCCATGCTA

CTTTTTATGGTGGCAATGATGCCTCAGGGACTATGGGCGGTGCTTGCGGGTACGG

TAACTTGTACAGCCAAGGCTATGGTGTGAATACTGCAGCACTCAGCACAGCCCTG

TTCAACAATGGCCTTAGTTGCGGTGCTTGTTTTGAAATAAAGTGTGCTAATGAAC

CACAATGGTGCCACTCTGGAAGCCCATCAATTTTTATCACAGCCACAAACTTTTG

CCCTCCTAATTATGCTTTGCCTAGTGACAATGGTGGTTGGTGCAATCCTCCCCGCC

CTCACTTCGATCTTGCTATGCCTATGTTCCTCAAGATCGCCGAGTACCGTGCTGGC

ATCGTCCCTGTCTCTTACCGCCGGGTGCCGTGTAGAAAGCCAGGAGGAATCAGGT

TCACAATAAACGGACACCGTTACTTCAACTTGGTTTTGATCACCAACGTTGCAGG

CGCAGGAGATATAGTGAAGGTGAGCGTGAAGGGATCCAGGACTGGGTGGATGAG

CATGAGCCGTAACTGGGGTCAAAACTGGCAGTCAAACTCAGTTTTGGTTGGTCAG

TCATTGTCTTTCAGGGTCACGGGCAGTGATAGACGCACCTCTACTTCTTGGAATGT

TGTTCCATCAAATTGGCAATTTGGGCAAACTTTCGCCGGAAAGAATTTCAGGGTT

TAA 

Nucleotide 

>PtEXPA-14 

ACACACTCCCCACTTTCCCAAATCCCCATCTCTAGCAGCAGCCCCTTCGTAGTTTA

GTAGTGATCGGTGAAAGCAATGACTGACAGGGCTACCATTTCTTTTATATCTTTG

GTGCTGCTTTTGAGTCTTGTTGAGGCAAGAATTCCCGGTGTTTACACTGGTGCAGC

CTGGCAGAGCGCCCATGCTACTTTTTATGGTGGCAATGATGCCTCAGGGACTATG

GGTACTGTAATCTCGAAACCTTCATGCTAAGTAGCTAGCTTCTTGAATTATTCATG



AATTGTTTCTGCATTTTGCATAACCCATGTTTTGCTGTTGCATTTTCATGACAGAA

CCATAAAAACAAACAAAATCAGATTTCAAAAGCATTTAAACACAATAAGCTCAC

ACCAATACCGTGCATTGCCTATGAATATTAAAATTCCATTCAAGAATTCAAAAAC

CAAAAGCCAAAATCCCAAATAAGGAAATTAATTGATCTTATTTCTTGTGTTCAGG

CGGTGCTTGCGGGTACGGTAACTTGTACAGCCAAGGCTATGGTGTGAATACTGCA

GCACTCAGCACAGCCCTGTTCAACAATGGCCTTAGTTGCGGTGCTTGTTTTGAAAT

AAAGTGTGCTAATGAACCACAATGGTGCCACTCTGGAAGCCCATCAATTTTTATC

ACAGCCACAAACTTTTGCCCTCCTAATTATGCTTTGCCTAGTGACAATGGTGGTTG

GTGCAATCCTCCCCGCCCTCACTTCGATCTTGCTATGCCTATGTTCCTCAAGATCG

CCGAGTACCGTGCTGGCATCGTCCCTGTCTCTTACCGCCGGTAAACATACAATTCC

GCCATACTCGTCTCTTATTCTTTTAAGTGTTAGTCGTCGTATTATCTCTAATCAGTT

TCTTACTCTACTATTATTGCTATAACTAGAAAAAAACTATTTCATGAATCAGATTA

AATCAATTTGACTGATTGATGGAACAACGAGTATTTTGTGTTATAATTACTATGCA

GTGGGTCAGACATAGCAGTTGATTTGTTTCATATGAATCTGGACTATGAAAATGT

GATAGGTTGCTCTAAAAAATAAAAACATGATTGACTGCTCGAAGGTTTCCTAGTA

TGGTATGATTGGTCTTTCAAGATTCCACGTGTACAATCTTCTGAAACCTCTGATCA

AATGTATCTTGTGAAGAAATCAGAACCGTTTGTCTTTCAATCAAGGAGAATCTTA

TCTACTTTGTCCCCACTTGCATGGGGAGGTCCACATCCCCTGATCCGAGAATTACT

AAAACGCCATTTTTTTTTCCAGGGTGCCGTGTAGAAAGCCAGGAGGAATCAGGTT

CACAATAAACGGACACCGTTACTTCAACTTGGTTTTGATCACCAACGTTGCAGGC

GCAGGAGATATAGTGAAGGTGAGCGTGAAGGGATCCAGGACTGGGTGGATGAGC

ATGAGCCGTAACTGGGGTCAAAACTGGCAGTCAAACTCAGTTTTGGTTGGTCAGT

CATTGTCTTTCAGGGTCACGGGCAGTGATAGACGCACCTCTACTTCTTGGAATGTT

GTTCCATCAAATTGGCAATTTGGGCAAACTTTCGCCGGAAAGAATTTCAGGGTTT

AAAATTCCCGCTTGATATATTGTAATTTTTTATTTCCTGTGCCTTTTCTTTTCTAAG

TGGGAAAAAAAAAGGAAATGAGGAAAGAGTGTCGGTGAAAGCGAGTTGTTTTTA

CTTTATTTAAAGTGTTTTTCGATGGGTTAATGGGTGAAAAAGTAAATGGAAGGTC

GGAAGCTGAGGAGGCTGCAAAGTTAAATGTAGCCCGCCGCTTTTGTTTACCATAT

GATAAATTAATATATGTGTACACTACATTAATAATCTTGTTTGTTTATTATTTTTTC

CTTGTTTTTGGTTTGTGATCTTTGACATGTATGGTTCAAATTTTTATCAGATTGTCT

GTTTTGAG 




