
IDENTIFICATION 

Species: Panicum hallii 

Locus: Pahal.9G238500 

Gene Model: Pahal.9G238500.1.p 

Description: PhEXPA-23 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1  

KEGG: https://www.genome.jp/entry/T07366  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1
https://www.genome.jp/entry/T07366


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhEXPA-23 

MGSTAAMLLRSVAVLALLAMSATTAAAQYWNSGTATFYGGRDGSGTMGGACGYD

NLYNQGYGVLNAALSQVLFNDGASCGQCYNIKCDTGKSGWCKPGYSVTVTATNLC

PPNYAITTNGGGWCNPPRPHFDMSQPAWEQIGIYRAGIIPVLYQRVPCTRQGGVRFTI

SGFNYFQLVLITNVAGSGSIRSMSVKGASTGWIAMTRNWGALWQCSSALVGEPLSFA

VTSTGGQTLYMNNIAPAWWTFGMTFASNNQFAY* 

CDS (coding sequence) 

>PhEXPA-23 

ATGGGCAGCACCGCGGCGATGCTGCTCAGGTCCGTCGCCGTCCTCGCCCTCCTCG

CCATGTCGGCGACAACGGCGGCGGCGCAGTACTGGAACAGCGGGACGGCGACGT

TCTACGGCGGCAGGGACGGTTCCGGGACGATGGGCGGCGCGTGCGGGTACGACA

ACCTGTACAACCAGGGGTACGGGGTGCTGAACGCGGCGCTGAGCCAGGTGCTGT

TCAACGACGGCGCGTCCTGCGGCCAGTGCTACAACATCAAGTGCGACACCGGCA

AGTCCGGGTGGTGCAAGCCCGGCTACTCCGTCACCGTCACCGCCACCAACCTGTG

CCCGCCCAACTACGCCATCACCACCAACGGGGGAGGCTGGTGCAACCCGCCGCG

CCCCCACTTCGACATGTCGCAGCCGGCGTGGGAGCAGATCGGCATCTACCGCGCC

GGCATCATCCCCGTCCTCTACCAGCGGGTGCCGTGCACGAGGCAGGGAGGGGTG

AGGTTCACCATCTCCGGCTTCAACTACTTCCAGCTGGTGCTCATCACCAACGTCGC

CGGCAGCGGCTCCATCCGGTCCATGTCGGTGAAGGGCGCCAGCACCGGGTGGAT

CGCGATGACGCGGAACTGGGGCGCACTGTGGCAGTGCAGCTCGGCGCTCGTCGG

CGAGCCGCTCTCCTTCGCGGTCACCTCCACCGGCGGCCAGACGCTGTACATGAAC

AACATCGCGCCGGCGTGGTGGACCTTCGGCATGACGTTCGCCAGCAACAACCAGT

TTGCCTACTAA 

Nucleotide 

>PhEXPA-23 

ACAGTAGTAGCGCACACCACTTGTCAACTAACAGTTCTTCTTGCTTGATCCTTCGT

TCGTGAGCTTCGTGGTCGGTCTTCACTAGCTAGATCCTACCGTTCGAGACGCCGC

AGGGGGTGGTGGCAATGGCGACGCCCAGACGACTGCCTCCGGCCGTCTTCTTCCT

CGCTGTCGTCGCGCTGCTCGCTGCGCCGGCCGCCGTGGCGGCCTGGTCCAGGGGC

ACGGCCACGTTCTACGGCGGCAGTGACGCCTCCGGCACAATGGGTACGCTACTTG



GGCATAATGCGTGCGTGCATAACGCCCTGATGAAGACTAATTCATAACCCTGACC

GACCATGGTGCAAATAAAACTGCAGGCGGGGCGTGCGGGTACGGCAACCTGTAC

ACGACGGGGTACGGCACGGCCACGACGGCGCTGAGCCAGGTGCTCTTCAGCGGC

GGCGCGTCGTGCGGCCAGTGCTTCCAGATCGCGTGCGACTCCCAGACGGATGGGC

GGTGGTGCCGCCCGGGCGCCGGTCCCGTGACGGTCACCGCCACCAACCTCTGCCC

GCCCAACTACGCGCTCCCCAGCAACAACGGCGGCTGGTGCAACCCGCCGCGGGC

GCACTTCGACATGGCGCAGCCGGCCTGGGTCAAGATCGGCGTCTACCAGGGCGG

CATCATCCCCGTGCTGTACCAGCGCGTGGCCTGCGTCCGGCAGGGCGGCGTGCGC

TTCACCATCACGGGGTTCAACTACTACGAGCTCGTGCTCATCTCCAACGTCGGCG

GCAGCGGCTCCGTCGCCAGCGCCTGGGTCCAGGGCACGTCCACCAACCGGGTGCC

CATGAGCAGGAATTGGGGCGCGAACTGGCAGTCGCTCGCCGGGATCGCCGGACA

GGCGCTCACCTTCGGCGTCACCACCACGGGCGGACAGTACATCGTCTTCCAGAAC

GTCGTGCCCGTCAACTGGGCGTTCGGCATGTCCTTCATGAGCAACCTGCAGTTCTC

CTACTGATCATTCTCACCCTGCCTGCACTTAGAGCCTAGCTGCAAGGAGGGAGCG

AGCACTGACTGCTGGCTATAGCATTCTTCAGACCGTCAGTAGATAGATTGGAGGA

AAGCTCTCCGGCTGGAGCACTTGCATCATGTGCAAATATGTCCTAAGTTTTCAGTT

TATATTGTCAGTAATTCAGACCCCATGTCACGCTAGCGCCTAGCTAGCCATGTAC

ACCCTCTCTGATTAAAAAAATGTAAATCATTTTAGATTTGCACAAAAGAGTTAGA

AGAGTGTGTGTGAAGTAACCATGTTTACCTTTCCATCAGTCACTCATGCACAAAC

GGGTAGGACTTCAGTCACCCCTTTAGCTTTTTGTTCCACTTTTCTTACTTTGAAATG

CACATTTGTTCATTCGAACGAGCTTTGAGTTGATATAATACCCTAGAGAAG 


