
IDENTIFICATION 

Species: Panicum hallii HAL 

Locus: PhHAL.7G258300 

Gene Model: PhHAL.7G258300.1.p 

Description: PhhEXPA-19 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhhEXPA-19 

MAPPLLLVVLLLPALTAGHQHPSSSGSSALSEWRPAKASYYAADPEDAIGGACGFGD

LGKHGYGMATVGLSTALFERGAACGGCYEVKCVEDLKYCLPGTSIVVTATNFCAPN

YGLPADAGGHCNPPNHHFLLPIQAFEKIALWKAGVMPIQYRRVKCLREGGVRFSVNG

RHFFFTVLISNVGGAGDVRSVKIKGTESGWLSMGRNWGQVWHINCDMRGQPLSFEL

SSSDGKRLTSFNVVPKDWEYGKTYTGKQFLL* 

CDS (coding sequence) 

>PhhEXPA-19 

ATGGCTCCGCCGCTACTGCTCGTCGTCCTCCTCCTCCCGGCCCTCACCGCCGGCCA

CCAGCACCCGTCCTCCTCCGGCTCCTCCGCCCTCTCCGAGTGGCGCCCCGCCAAG

GCCTCCTACTACGCCGCCGACCCCGAGGACGCCATCGGTGGGGCGTGCGGGTTCG

GGGATCTGGGCAAGCACGGGTACGGGATGGCGACGGTGGGGCTGAGCACGGCGC

TGTTCGAGCGCGGCGCGGCGTGCGGCGGCTGCTACGAGGTCAAGTGCGTCGAGG

ATCTCAAGTATTGTCTCCCCGGCACCTCCATCGTCGTCACGGCCACCAACTTCTGC

GCCCCCAACTACGGCCTCCCCGCCGACGCCGGCGGCCACTGCAACCCGCCCAATC

ACCACTTCCTCCTCCCCATCCAGGCGTTCGAGAAGATTGCCCTCTGGAAGGCCGG

CGTCATGCCCATCCAGTACCGCCGTGTTAAGTGCCTCCGTGAAGGTGGTGTCAGG

TTCTCTGTCAACGGTCGACACTTCTTCTTCACAGTCCTAATCAGCAACGTTGGTGG

TGCGGGTGATGTGAGATCGGTGAAGATCAAAGGAACAGAATCAGGATGGCTCTC

GATGGGCCGCAACTGGGGTCAGGTGTGGCACATCAACTGTGACATGAGGGGCCA

GCCCCTGTCCTTCGAGCTCAGCTCAAGCGATGGCAAGAGGCTGACCAGTTTTAAT

GTCGTGCCCAAGGATTGGGAATATGGAAAAACATACACCGGGAAACAGTTTCTG

CTGTAG 

Nucleotide 

>PhhEXPA-19 

TCCCTATTCTCCGCAGAAAACAAACATGCAAACTGCAAAGGCTAAGCACTCGAA

AAATCTCCACTAAAATACCCTTGCAAAGCATCTATAAAAGCAGGAAGGCCCCAG

AACCCGCAAACGCACAAAGCGGAAAGCATCACACTTGCACAGTTCCTCCACAGT

CCACACTCTCCCTCCCACAGTCCCACCACTCACCTGCTTCACCGAAGCGTGCCGG

CACCGGCAGCGAGCAGTCGGGAGACATGGCTCCGCCGCTACTGCTCGTCGTCCTC



CTCCTCCCGGCCCTCACCGCCGGCCACCAGCACCCGTCCTCCTCCGGCTCCTCCGC

CCTCTCCGAGTGGCGCCCCGCCAAGGCCTCCTACTACGCCGCCGACCCCGAGGAC

GCCATCGGTACGCACCGGAGCTCGCCTCGCCTGCCTCATTCATTGTTCATTCGCAT

CCACGGTTTCAGTTCTGCCGAGCCGTCCTTTCACTTCTTTAATTCGCCGTATCCAT

GCTGCGAGCACGCATAAAGATTTCTCTTTTGGGGTGCCGCTGGCACGAAATTTCC

CCCAAACCGCACGTTCGGTTACTGGAATTGTACGTCCGTACAGTTCATGGGGTGC

AAGCGGTTTTCTGGTTCTCCCCGTAGGAGTGTATTCTGATTTTTGGCTTCGCGATG

CGGCGTGCAGGTGGGGCGTGCGGGTTCGGGGATCTGGGCAAGCACGGGTACGGG

ATGGCGACGGTGGGGCTGAGCACGGCGCTGTTCGAGCGCGGCGCGGCGTGCGGC

GGCTGCTACGAGGTCAAGTGCGTCGAGGATCTCAAGTATTGTCTCCCCGGCACCT

CCATCGTCGTCACGGCCACCAACTTCTGCGCCCCCAACTACGGCCTCCCCGCCGA

CGCCGGCGGCCACTGCAACCCGCCCAATCACCACTTCCTCCTCCCCATCCAGGCG

TTCGAGAAGATTGCCCTCTGGAAGGCCGGCGTCATGCCCATCCAGTACCGCCGGT

ATGTGCCATTATTGGCTGCTGCTAGATCTGAGGTTAATTTTTTCCCAATCCACTTT

GTGTGAAACTGTGAAAGCGCTTGCTGACCTAGAATTGTGTTTGTTAGCGCAATGT

GGAACCCAATAAAAGATGAATTGCTAGTGTCCGTTGGTGAGGAAAGCGAAGCGA

AGAGGGGGTGAAAGTGGACCCTCTTCCAGTATTGTCGACTTGTGTGAGGGTTCGA

CCACATAGTTTCACCAGTTGTTACACGGCCCTTTTGGCTATAAAAAAAGTACATG

GTAGTGACATGAGTATTACAGTTCCATTTTTATTGCTCTGACAAGAAACTACTAGC

CCAACTACTGCCCAAGTTGGTAGGCAAGAGGTCATGAGATCGACTCTCAAACCCA

GTAAGTGGAAGAATTATTTTTCAGCATAACGGTTCCGGGTTGGATTGAAACAAAA

TTTACTAACACCCCATACTTAATAGTGAGTTTACTTTTGATTGATTTCTCTACTTCG

TATTCATCCTAAATTCTGCTTAATAGTAAGTTTTATTGTGTCCCTTTTGTCTTGACT

AGTCTAAAGGTTATTAGAAAAGTAAGTAGAGCTACAACAGTGTCCAAGTTCAAA

AGCATAGAAAATTGCGGATATCTGAGCTAGTCTCGGACTTTCGCCAATTCTAGCC

ACAACTACAGACTTCTGGGTACTTTGGACAGCATTTTGTAGAATATATATATTTTT

TCCATTGCTTGCCTGTATACGTCAATAAGGAGTAGCAGGGCCATTATGAGAGCCA

GCAGAAATGTGTCAGCATTATCTGCATCATTACATAGGCATTTAACAACAAACAG

TTTCTTTGCTTCCTGGGGCACATGAGATGCCCCTGTGACCGTCAAACTGGCCTCAA

AGTATACTGTTATGCTACTAGTGGTTGCACTTTTACTTTCTGTGTGTGCTAACCCTT

TGTGCCAGTCGGTAGTCCTTTTTGTCCTTCAAAATGACATTATTATTTAGATGAAC

CAAAACTGTATTAAACAGAACTTTGGATGGTGACTTGATAGCCTGTCATTACCTT

AGCTTATATACACCTCCATATGTAGTGTTCCGGATCCAAACAGATTAGATTATAA

TTACTTGGCACGGGGATTTATAAATAACTCTAGCAAAGTACTACTCTGGCATTTCC

AGTGGCATTCAAAATCGTGTGCAATCATCATTATGTGCATCTAAGTTGACATTCTG

GTGAGGCAGCTACATGTTCAAGAATTGAGCTGAGATTATTTCCTACATGACCAAT

TGATAGAATGTGATGTTATTAATATTCTTTCCTGATCAATCTGTGTTCTGAAGAAC

AATGGGCTGTTAGTTGAAGCAATCCATACTACTGTGGAAGTTTTAACTATTTTGCA

TTTTGACTCCAACCATTTCTTACTCTAGTTCATTAAATATAAGCAGTGTTTCCCAT

AAGAACAGATATACAACTAGATTGAACTATTATCTCACCCTGTGTTAAATGTTAT

GTATAAAGCTAACTAAAGCTACACAAGTCCACCTAAGTGCCTAAATGAAGCTAG

AATCAACGTAAAATTGTGTTAAAAAGAAGAGCTGACTGAGTTGAAATTAACATGT

TTCCTTGCTTACTTGCAGTGTTAAGTGCCTCCGTGAAGGTGGTGTCAGGTTCTCTG

TCAACGGTCGACACTTCTTCTTCACAGTCCTAATCAGCAACGTTGGTGGTGCGGG

TGATGTGAGATCGGTGAAGATCAAAGGAACAGAATCAGGATGGCTCTCGATGGG

CCGCAACTGGGGTCAGGTGTGGCACATCAACTGTGACATGAGGGGCCAGCCCCT

GTCCTTCGAGCTCAGCTCAAGCGATGGCAAGAGGCTGACCAGTTTTAATGTCGTG



CCCAAGGATTGGGAATATGGAAAAACATACACCGGGAAACAGTTTCTGCTGTAG

ATGGAGTGCCACAAGATCAGCTTACAGTTTCTAATTTTTGTTCTGATCCTACGAGT

TGGACTGTGGTGTATATTCCTCTGTGGAACAAGTAATATCATTAGGAGAAAATTA

CTAGTGCAGGGCCTCAAATAGTAGTTCTTGCTCATAAATGCATTTTCATGTCCCCT

GATAGAAAGCTTGATGTATCAATCAAAATAGAAGGCCGTATTTTGGGTGTCTCCA

TTGTATTACAACATTTTACCTGTCAAGCAATGATAATAGTATCTCTGCATTTCTGT

AGTTGCAACATGTCACA 




