IDENTIFICATION

Species: Panicum hallii

Locus: Pahal.9G639300

Gene Model: Pahal.9G639300.1.p
Description: PhEXPB-32
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_ 1
KEGG: https://www.genome.jp/entry/T07366

EXTERNAL RESOURCES
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DOMAIN ARCHITECTURE

Specific hits Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E-value
|+ DPBB_EXPB_N d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 43-164 1.82e-73
[+] Polien_allerg_1 ptam01357 Pollen allergen; This family contains allergens lol PI, Pil and PIIi from Lolium perenne. 173-246 2.21e-20

MAAASTHLVAVAVVLAALVGGAWCGPPKVPPGKNISADCDGKWLEAKATWY GKP
TGAGPDDNGGACGYKEVNKAPFNSMGACGNSPIFKDGLGCGSCYEIKCDKPAECSG
EPVIVYITDMNYEPIAAYHFDLAGTAFGAMAKKGEEEKLRKVGIIDMQFRRVKCKYP
ADTKIAFHIEKGCNPNYLALLVKYAAGDGDIVGVDIKEKGAKEYQSLKHSWGAIWR
MDTPKPIKGPISIRITSEGGKTLEQEDVIPEGWKPDTLYPSKLQF*

CDS (coding sequence)
>PhEXPB-32

ATGGCGGCGGCGTCGACGCATCTTGTTGCGGTGGCGGTGGTGCTCGCGGCGCTGG
TGGGCGGCGCATGGTGCGGTCCGCCCAAGGTTCCCCCGGGCAAGAACATCTCAGC
AGACTGCGACGGCAAGTGGCTGGAGGCCAAGGCGACGTGGTACGGCAAGCCGAC
AGGCGCGGGGCCCGACGACAACGGCGGCGCCTGCGGGTACAAGGAGGTGAACA
AGGCTCCCTTCAACAGCATGGGGGCGTGCGGCAACTCGCCCATCTTCAAGGACGG
CCTCGGCTGCGGCTCCTGCTACGAGATCAAGTGCGACAAGCCCGCCGAGTGCTCC
GGCGAGCCCGTCATCGTCTACATCACCGACATGAACTACGAGCCCATCGCCGCCT
ACCACTTCGACCTGGCCGGCACGGCCTTTGGAGCCATGGCCAAGAAGGGGGAGG
AGGAGAAGCTGCGCAAGGTGGGCATCATCGACATGCAGTTCCGCCGCGTCAAGT
GCAAGTACCCGGCCGACACCAAGATCGCCTTCCACATCGAGAAGGGCTGCAACC
CCAACTACCTTGCGCTGCTCGTCAAGTACGCTGCCGGCGACGGCGACATCGTCGG
CGTCGACATCAAGGAGAAGGGCGCCAAAGAGTACCAGTCCCTGAAGCACTCTTG
GGGCGCCATCTGGAGAATGGACACCCCCAAGCCGATCAAGGGCCCCATCTCCATC
CGCATCACCAGCGAGGGAGGCAAAACGCTCGAACAGGAGGATGTCATCCCCGAA
GGCTGGAAGCCCGACACCCTCTACCCCTCCAAGCTCCAGTTCTGA

Nucleotide
>PhEXPB-32

ATGGCGGCGGCGTCGACGCATCTTGTTGCGGTGGCGGTGGTGCTCGCGGCGLCTGG
TGGGCGGCGCATGGTGCGGTCCGCCCAAGGTTCCCCCGGGCAAGAACATCTCGGC
AGACTGCGACGGCAAGTGGCTGGAGGCCAAGGCGACGTGGTACGGCAAGCCGAC



AGGCGCGGGGCCTGACGACAACGGCGGCGCCTGCGGGTACAAGGAGGTGAACAA
GGCTCCCTTCAACAGCATGGGGGCGTGCGGCAACTCGCCCATCTTCAAGGACGGC
CTCGGCTGCGGCTCCTGCTACGAGATCAAGTGCGACAAGCCCGCCGAGTGCTCCG
GCGAGCCCGTCATCGTCTACATCACTGACATGAACTACGAGCCCATCGCCGCCTA
CCACTTCGACCTGGCCGGCACGGCCTTTGGAGCCATGGCCAAGAAGGGGGAGGA
GGAGAAGCTGCGCAAGGCGGGCATCATCGACATGCAGTTCCGCCGCGTCAAGTG
CAAGTACCCGGCCGACACCAAGATCGCCTTCCACGTCGAGAAGGGCTGCAACCC
CAACTACCTTGCGCTGCTCCTCAAGTACGCTGCCGGCGACGGCGACATCGTCGGC
GTCGACATCAAGGAGAAGGGCGCCAAAGAGTACCAGTCCCTGAAGCACTCTTGG
GGCGCCATCTGGAGAATGGACACCCCGAAGCCGATCAAGGGCCCTATCTCCATCC
GCATCACCAGCGAGGGAGGCAAAACGCTCGAACAGGAGGATGTCATCCCCGAAG
GCTGGAAGCCCGACACCCTCTACCCCTCCAAGCTCCAGTTCTGA



