IDENTIFICATION

Species: Selaginella moellendorffii
Locus: 95369

Gene Model: 95369

Description: SmEXPA-11
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Smoellendorffii_vl 0
KEGG: https://www.genome.jp/entry/T01496

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Smoellendorffii_v1_0
https://www.genome.jp/entry/T01496

GENE STRUCTURE
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Legend:

Exon = Intron

DOMAIN ARCHITECTURE
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Query seq. TATNFCPPNYALANDNSGWCNPPLEHFOMAQPAWEQIGIYOGGIVPIQYRSIISSITLNGNKYFMLYLMSNYGGAGOP MSRNUGONUWOSOSRLIGASLSFCYY TSONRLYTSLNYAQARGWSFGATFNGEQF*
Superfanilies

+ Name Accession Description Interval  E-value
[+] PLN00193 super family 33423 expansin-A; Provisional 1-130 8.03e-57
SEQUENCES

Peptide

>SmEXPA-11

TATNFCPPNYALANDNSGWCNPPLEHFDMAQPAWEQIGIYQGGIVPIQYRSIISSITLN
GNKYFMLVLMSNVGGAGDPMSRNWGQNWQSDSRLIGQSLSFCVVTSDNRLVTSLN
VAQAGWSFGQTFNGEQF*

CDS (coding sequence)
>SmEXPA-11

ACAGCCACGAACTTCTGTCCCCCAAACTACGCTCTAGCTAACGATAATAGCGGCT

GGTGCAATCCTCCCTTGGAGCACTTCGACATGGCCCAGCCAGCATGGGAACAGAT
TGGCATCTACCAAGGAGGAATTGTTCCCATCCAATACAGAAGCATAATCTCTTCA

ATTACGCTCAACGGGAACAAATACTTCATGCTGGTGCTCATGAGCAACGTTGGAG
GGGCTGGGGACCCAATGTCAAGGAACTGGGGCCAAAACTGGCAGAGCGATAGCA
GGCTCATCGGGCAGAGCCTCTCGTTCTGCGTCGTGACGAGTGACAATCGACTGGT

CACGTCACTCAATGTCGCACAGGCGGGGTGGAGCTTTGGCCAGACTTTTAATGGA
GAACAGTTTTGA

Nucleotide
>SmEXPA-11

ACAGCCACGAACTTCTGTCCCCCAAACTACGCTCTGTCAAGACCCCTGACAAGAT
CAAGACTGGAAAATGCAAAAAGACAAAGAGAAAAGCTAGTGGAAACAAAGAAG
AGGCCTTAGACTGGCGTTGATTCAGATTGTGGAGAAATGGAACAAGGCTAACCTA
TATATACTATAGGTTGATGAAGCTCCACCACTCTTGGATCGAGGACGGCCTAAAT
ATAGTTGAGGTCGAGGAGGCGCCACATCATCATCAGGAATGTGGCTCGAGACTC
AGGAATCGGGAAGTGTCTCGAGAGTCAGGAATAGGGAAGTGTCTCGAGAGTCAG
GAATGTGGTCTGCAGGTCAGGAAGCCGGCGAGAGTCAGGAATGTGGCAAGAATT
GGGGGATTCCTGACAGCACCCCCTCCTCAAGAACGAGTGGAACAAGGATGTGAA
CGAGAACGAAGAGGAGGATGAGATGAGCGGCGAGGGATGGGAGATGGAGAAAA
AGAATGAAGACTAGGACGAGAAGGATAGCGGCGGTGGAAGTCCTGAACAAGGTC
AGGAGAATGAATCAGGTTGTCCGCAGGTTCCCAAGTGCGTTCCTCAGGTCCGTAA
CCCTTCCAGTCCACCAGATAGTAGAGTTTAGACCGTGAAATCTTGGAATCAAAGA
TGTCCTGAACCTCGTACTCAGACCCATCCTCGAGCTGCACTGGTGGAGGCGGAGG
AATGACCTGATTTGGAATAGGACTGGGAATATAAGGCTCAAGGAGAGAGGAGTG
AAAAACGAGGTGAATTTGATATGAGGAGGGAAGTGCAAGGCGATAAGTGACAGG



ATTAATGATGGCAGTGATAGGGAAAGGACCAAGGCATTTGAAATCAAGTTTTGG
ACAGGGCCTGGTGGTGGAGATATTTCGCCTGAGGAGCCAGACTTTATCCCCGATA
TTGTAAGGAGGACAATCCTGATGATGGACATTGGCAAATGTTTTCTGAGATTCCT
GAGCACGATGGAGGTGGAAGGAGATGGAGTTGTGGATTTCCTGGAGGTTGGAGA
TAAATGCCTCATAGTAGGGATTTGAACGAGAGGATTCAGATGGAGAAGGAAGTG
AGAGATTGAATCGGGGATTTCGGCCAGAGTTCGCAAAGAAGGGGGAAACTTGAA
GAGAGGAGTGAACAGAGTTGTTATAGGAGAACTCAGCAAGGGGAAAGATATCGA
ACCAGTTATCCTGATGATAGTTGATGAAGCACCTCAAGAATTGTTCCAACGTCTG
AATCGTTCGCTCGGACTGCCCATCAGTTTGAGGATGATATGCCGAAGAGAGGTTG
GCCTTCACTCCAAGCAGCTGCAAAAAACGTTGCTAGAAATGAGAGATGAACTGA
GGCCCCCGATCCGAAACCACATCTGTAGGAATCCCATGAAGTCGGAAAATTTCCC
TGAATACCAGTTTTGCCATGTCCTCGCCCGAAAACTCCTTGGTACATGGCAAGAA
GTGCGCCATCTTTGTGAAGCGATCCACCACAACTAAAATGTTGTTGAAGCCTCCA
AAACTTGGAAGATCACTCAAGAAATCCATGGAGATGGATTCCCAAGGACCTGAA
GGGACTGGAAGGGAACGAAGCAAACCTGAAGGAAGGTGGCGAGGTACCTTATTC
CGGGCACAAGTGTCACAGGAGGTAACAAAAGCTTTGATGTAGTTGTCCATGTGAG
GCCACCAAAAGTCCCGTGCAACTAGCTCATAGGTTTTCGCAATGCCGAAGTGACC
AGCAGTCGGGCTATCGTGGCACGCCATCAGGACCAACCTTCGAGCATCACCTTCA
GGAACGTAAAGCTGCTCCCCACAGTACAATAAGCCATCTAAGAACTCGAACTCGT
CAAATCGCCAGCAGTCGGGAGTCACTGGGTGTCCAGCCTGAAGATGGGGGAAAA
TGTCGCTAGCGAGATCATCGGATTGAAGATCGTTTCTGATTGCATCCATCAAGGA
GGAGTCCTGAGGGGCCAGGGAAATTGCCATAACTTGAAGCCGATCAAGACCGAG
GATAACTTGATCCTGTTGATCGAAGGCAGGATTACCAGGCCTGAGACTGAGATAG
GAGTGCCTTGAAAGAGCATCAGGAAGGCCTTGAAACTTTCCAGGTCTGTACTTGA
TAACAAAGTCAAACCGACTCAGGAATTGTGCCCACCTTGCTTGACGACGGCTTAA
AACTCGGGAAGTGGCAAAGTACTCGAGATTTTTGTGATCCGTCCAGACTGTTGTT
TGCTCGCCCCCTCCAAGAAACGGTGCCACTCTCCAAAGGAATCCACGATGGCAAG
GAGCTCCTTGTCGTGGATTTCGTAATTGATCTCCGCAGGCTGGAATTTCCAAGAAT
GGAAAGCGACCGGATGAAGTTCGTGATCCGCTCCAAGTTGAGACAGCACAGCAC
CAATGGCAAAGTCGGAGGCGTCAGCCTCGATGAAGAAAGGTTGTGAGGAATCAG
TATGGATCAAGACAGGAGCAGAATTGACGGCTGCCTTGAGTGTGTCGAAGGCCT
GCTGGGCAGCAGCAGACCAAGAGAAGGGAACATCCTTGCGAGTGAGATGTGTGA
GAGGAAGGACAATGTCAGAGTAGTGATCAATGAATTTGCGGTAGAAGTTGGCGA
AGCCAAAGAAAACCTGAACGTCCGACATTGATTGTGGAGGCTCCCATTCGAGAAT
AGTCTTGACTTTGGCAGGATCCATCGTGATACCCTCATGAGTGACAATGTACCCA
AGGAACTCCACAGACTGCTGATCAAAGGAACATTTCTCAAGCTTCGCGTATAAGC
CGTGTTCTCGCAGCTTCGCTAGCACTTTACGTACATGTTCGTCATGCTCCTCCTGA
GTTTTTGAGTAGATGAGGATGTCATCGAGGTAGACAATCACCATCTGATCAAGAA
ACTCCCAAAAGACGTCGTTTGCCATGTGTTGGAAAACTGCTGGAGCATTTGTCAA
GCCAAATGGCATGACAGTGTACTCGAAGTGGCCATAGCGGGTTCGGAACGCAGT
CTTCCATTCATCACCAGGCCGGATCCGGATCAGGTTGTATGCTCCACGGAGGTCG
ATCTTGGTGAAGAAGCAGGCACCGTCGAGGCGTTCCAACAGGTCCGAGATCAGG
GGAAGCGGATAACGGTTCCGAATAGCCACCTTGTTCAAACCTCGGTAGTCGATGA
CTAGCCGCAAGCTCCCATCCTTCTTCTTGACAAAGAAGACAGGCGCTCCAGCCGG
GGACTGCGAATGCTAAATGTAGCCTGAGGCAAGGTTCTCATCCACGTACTCTTTG
AGGGCCTTAAGCTCGGACGGGGATAACCCGTAGATAGGCCCCCACGAAGGTGAC
ACTCCTTCCTGTAAATCAATGGGACAATCATAAGGCCGATGAACAGGCAGTACAC
TAGCTTTTTTCTTGTCAAACACATCCCCAAAATCATGATACTTCTCAGGAAGACTG
ATAGGAGAAACATGCAAAGCAAAAAGAAAAAGAGGTTCTTCATGAAGGAGTTCT
TTCATAGTGATTGTGGAGATAGGAGGAGGTGTACGACTAAATGGAATGATGAGA



CGAGGATACGGTCCAGTGTAAGATGGAAGAGAGGAAAAAGAAGAGGGTGAAAA
CTTAATAGAGTCAGGAACAAAACCCCAATTTGAGTTTAGGGAACTTTTCTTGATT
CGGACTCGATGAACAGCAGGGGAAGCCGTGGGAGAGATGAGCTGTAATTCCTTC
CAACAGATCTGAGGCTGATGTAGTTGGAACCAAGGAAGACCGAGCACCACAGAG
GAGGACTTGCTATTGATGATGTTGAAGGCGATATCGGTGATGGTGGACCCGATGT
GTACTCGAACGAGCAACGTTTCCCTAAGTCCAGAAGATGGAGACACAAAATGCC
CGCTGATGCCTTCAACCCTCAAATCCCGTATAGTAGGAGAAAGAGGAACATGATG
TCGGGCAGCAAAGTCCGTGTCCATGAAGCAGGAAGTTGCACCCGAGTCCAGTAA
CGCCAGAGCCTTGAGTCCTGATTGTCCGGTGAAAGAAAGGAGACATGGGACGCG
GAAGTTGCGGGAATTGGTGGTGGCTTTGATGAAAGGTGGTGAGGAGCTTGATAA
AGAAGAAAAGTGATTTTTATTCGGGGAGTCCAAACAGACAGCTCCTACTCTGTTT
GGACAGGGTCGTTTTCCGACTGCAATAGAGGTGGACTTTGAGGCAGAGTGAACTC
AAGCAGTCGAGGAGGCTTCTTGGGACATACAGCTGCTTTGTGATTAGGATCAGCA
CAATAGAGGCAAAGATTATGAGATATTCGACGTTGCTTCTCAGCAGGACTCAACT
TCCCTCTAATGAGTCGGGGAGTACCAGAAATATCCATCGGAACCGGAGCAGTAG
GTTCAGGAGTATGCCCCAAAAACTCAAGCTGGGATTCCTGAGTCTGGGACGGAA
AAACAGCGGCGCGGCGACTTTCCTGACGACGTTCAAAGAGACGATTGTCACATCG
AACAGCTTTGTTGATGGCATCCGACAGGTCCTTGGGATCCTCCATGGTGAGCAAC
AAATCCTTGACATCGTTGTTGAGGCCGAAACGAAATTGGTCAATCAGGGCCCACT
CATCCCACTGAGTGTCCAAAGCAAGGAGTTGGAACTCTACAGCGTAGATCGAGG
CAGGATGAGACCCCTGAGAGAGACGTCTCATCTTTGTGGTAGCAGCCCGAACCCG
ATCTGTCTCGCCAAAACATGCTTCGAGCTTCTCTTTGAACAATTGAAGATCCATCA
GCTCTGGAACCATGACCCCTTTCATGCTCTTCTTCAGAAGAGGAGAAAACCATGA
CAAAGCTGCACCTTCGAGCAACGTCCCAATCGCGTGGATTTGAGACTCGGGAGTA
GGGTACTGCCGATGTTGAAGTGCGAAGATCAACTCCATCTGGTTCAGGAATCCGC
GAAGCTCCGAACGCTTGCCTGAAAATTTCGCCGGGAAGCTCACCTTCGGTTCAGG
AACTTTGCTGGATCCTTGAGCCGAAAGTGAAGCAAGCTCCTGCTGCATGCGAAGA
AGGGTCGCCTTCAGCTCGGTATTCTCAGACTGGATTTTTGCAAGGACTTCAGCAA
AGAAATCAGGATGGCCTGGAGACTCCATTGGCAAGAAGAAAGAAAAAAGGGGG
AAAAAAAGGCAAAGGTAATCAAACAATCAAAACGAGCTAAATCAAAAAACGAA
AAAACACAATCTGAATCAAACTGTCAAGACCCCTGACAAGATCAAGACTGGAAA
ATGCAAAAAGACAAAGAGAAAAGCTAATGGAAACAAAGAAGAGGCTTTAGACT
GGCGTTGATTCAGATTGTGGAGAAATGGAACAAGGCTAACCTATATATACTATAG
GTTGATAAAGTTCCACCACTCTTGGATCGAGGACGGCCTAAATATAGCTGAGGTC
GAGGAGGCGCCACATCATCATCAGGAATGTGGCTCGAGACTCAGGAATCGGGAA
GTGTCTCGAGAGTCAGGAATAGGGAAGTGTCTCGAGAGTCAAGAATGTGGTCTG
CAGGTCAGGAATCCGGCGAGAGTCAGGAATGTGGCAAGAATTGGGGGATTCCTG
ACACACTCAGGCTAACGATAATAGCGGCTGGTGCAATCCTCCCTTGGAGCACTTC
GACATGGCCCAGCCAGCATGGGAACAGATTGGCATCTACCAAGGAGGAATTGTT
CCCATCCAATACAGAAGGTACTCTTCACTTCTTTCATACTTTTCTCTCTTTTCTTCT
TTCTCTTTCTCACGCACTATTCTTTATTGATTTCTCTTTTCTTCTATATTGCAGGGT
GAGCTAGTATGGATACAAACTGTGAAAGCATGGCCTATGAATGCTTGGCTGCCAC
AAGCCAGTTATCCTTGTGGTAACTTTTCTGACACCTCTAACTTCAAATTCGGAAAC
ACTAAAGGATTGTATGGATTACCATTTTTTATCCTTGGCCCCAAACTAATATTCAT
CAATGGTTTGATACTGATGGCTTACCATGCCTTGCCTATCCTCTAAGGAGCATAAT
CTCTTCAATTACGCTCAACGGGAACAAATACTTCATGCTGGTGCTCATGAGCAAC
GTTGGAGGGGCTGGGGACGTGTGAGCGGTGTCGATCAAGGGGCTGAGCAGCGAC
TGACAGCCAATGTCAAGGAACTGGGGCCAAAACTGGCAGAGCGATAGCAGGCTC
ATCGGGCAGAGCCTCTCGTTCTGCGTCGTGACGAGTGACAATCGACTGGTCACGT




CACTCAATGTCGCACAGGCGGGGTGGAGCTTTGGCCAGACTTTTAATGGAGAACA
GTTTTGA



