IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin04G282500

Gene Model: Misin04G282500.1.p
Description: McsEXLA-05
Family: Expansin Like Alpha

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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DOMAIN ARCHITECTURE

specific hits e
Superfanilies PLNBON23

| DPBB_RIpA_EXP_N-1ike superfamily
List of domain hits d
Name Accession Description Interval  E-value
[+] DPBB_EXLA_N cd22276 N-terminal double-psi beta-barrel fold domain of the expansin-like A subfamily; Expansin-like 23147 8.04e-66
[+] PLN03023 super family cl33621 Expansin-like B1; Provisional 45-253 9.35e-55

>MCcsEXLA-05

MDVLLCCFCVLLLLASAASAASERCVRQGKAAYSPSLSPVPHHGSSGACGYGAMAA
EINGGFLAAGGPRQHRGGLGCGRCFQMRCRDAKLCSSGGVRVVLTDFHRSNRTDFL
LAGPAFAALAKPGMAQELNRLDALSVEYKRIPCEYKEKNLSIRVEEASDKTRGNLVV
KLLYQGGQTDVLAVDVAPVGSSAEWRFMTRVYGPVWSTPRAPAGPLQFRAVVTGG
YDGKWVWADQEVLPADWRPGQVYDTGVRIADVARDGCRGCAATAAGAAMDDW
K*

CDS (coding sequence)
>McsEXLA-05

ATGGACGTCCTCCTCTGCTGCTTCTGCGTGCTGCTGCTCCTGGCCTCCGCCGCGTC
CGCCGCCAGCGAGCGGTGCGTTCGGCAGGGGAAGGCGGCCTACTCGCCCTCGCTC
TCCCCGGTCCCTCATCACGGTAGCAGCGGAGCGTGCGGGTACGGCGCCATGGCCG
CCGAGATCAATGGGGGCTTCCTCGCCGCCGGCGGGCCGAGGCAGCACCGLGGTG
GGCTTGGCTGCGGCCGCTGCTTCCAGATGAGATGCCGAGACGCAAAGCTGTGCAG
CTCCGGCGGAGTGCGGGTGGTGCTCACCGACTTCCACAGGAGCAACCGCACCGA
CTTCCTGCTCGCCGGGCCCGCCTTCGCGGCCCTGGCCAAGCCCGGGATGGCCCAG
GAGCTCAACAGGCTAGATGCCCTCTCCGTAGAGTACAAAAGGATTCCATGCGAGT
ACAAGGAGAAGAACCTGTCGATCCGGGTGGAAGAAGCGAGCGACAAGACGCGG
GGCAACCTGGTGGTGAAGCTGCTGTACCAGGGCGGCCAGACCGACGTCCTGGCG
GTAGACGTGGCCCCCGTGGGGTCGTCGGCGGAGTGGCGGTTCATGACGCGCGTGT
ACGGGCCCGTGTGGAGCACGCCGCGGGLCCLCCGCCGGGCCGCTGCAGTTCCGGG
CGGTGGTCACGGGCGGATACGACGGCAAGTGGGTGTGGGCGGACCAGGAGGTGC
TCCCGGCGGACTGGCGGCCGGGACAGGTCTATGACACTGGCGTCCGCATCGCCGA
CGTCGCCAGGGACGGATGCCGGGGATGCGCTGCCACCGCCGCCGGCGLCCGCGAT
GGACGACTGGAAGTGA



Nucleotide
>McsEXLA-05

GCTCACATAGAAAAGCCAATAAAAAGGCCCCCGACAGGCCTAAAAAGCAAAAAC
CCTCGCACTGGCACATGGCGTGCCTCACGGGGCGGGATGGTCAGGAGCAGGCAC
TGACACATGGGCCCCTCGCACTGGCAGGTGGGCCCAAGTCCCAGGGAACACGCA
CGCTCTGCCTCTCCACTCCTGCTATATATCGCCGGTTAAATTAGCTAGCAGAGTGA
GCTAATCTAGGTAGCAGCGCCATGTGCTAGGCAGAAGAAGCAAGACACAGTCTC
CTTCCCCTCTGGTCTAGTGCTCGGCGGCTCCGTCGCCATGGACGTCCTCCTCTGCT
GCTTCTGCGTGCTGCTGCTCCTGGCCTCCGCCGCGTCCGCCGCCAGCGAGCGGTG
CGTTCGGCAGGGGAAGGCGGCCTACTCGCCCTCGCTCTCCCCGGTCCCTCATCAC
GGTAAGCGCTGATGCACGAGTGCCTGCCGGCACAGATCGACTGCCCTCTGTCTCT
CCGATCTAGCCACAGTAATAGCCTTTCTTCCTCTTACCGCTGCTAGATCTTGACTG
GTCGGTCCGTTTGTTGGATATGGATAACCAGGTAGCAGCGGAGCGTGCGGGTACG
GCGCCATGGCCGCCGAGATCAATGGGGGCTTCCTCGCCGCCGGCGGGCCGAGGC
AGCACCGCGGTGGGCTTGGCTGCGGCCGCTGCTTCCAGGTACTGCCTCCAGCTGT
TTTCTTCTCAAATCACTCTCCGTCTTCCTGCTTCTTCTTCTGTCCTTCGCTTGCTTGA
TTCGGTTGGCAAGAAGCCACCACAAGAATCTTCGGTACTACCTTGGATTGCGATG
TGCGGTTGCCAGTTTTGTCCTCAACAATCTCCCGGGGGTGCTCTGCTCGATTCACT
CGTGCTTTGGGGATGGGGCTTTCCCGTTATGTTGCTGTCTTCAGTGTTCAGAGCCA
GCACACAAGCCCTGTTCGCTTGGGGATGGGGCTTTCCCGTTGTGCTAGAAAAATA
CTTTTTTATTGGCTGAAAAGTACCGCTTATTATTCAGTAGCCAAGCAAACAGGGC
AAAAGCAGTATTCTGCAGAGTGCAGATTAAGGGGGAATCTGTTTTGTTACCTTTT
CTTTTTCTTCAGTTCAGTTAGTTGGCTCGGCTCAATCATCAAGACAACGAATTTGG
GACTTCCGGTCCGAATTCCTACCAAATGTAGTTCTGATGATTAACAAAAATGTTC
CCGAAATCCAGGAGCAGATATCTGCTTGCTTGCTTGCGTGCACCGAGGAATGCAT
ATTCCTTCTTGTGATCGTTTGTTTTCTGCTCTGGCTTTTTGCATGCATTCTCTTTGGT
GTCTCAGAACTCAGAAGAGTGAGCAGAGCTGCTGCTCAATATGCCGTTCGCCTGT
CTTATTTACTGGATGTTCTTTGCCTTAATTTGCTGTGATTATTCTTGCCGGTGGACT
AATTAATTTGGGATGATGCATGCAAATAAAACAGATGAGATGCCGAGACGCAAA
GCTGTGCAGCTCCGGCGGAGTGCGGGTGGTGCTCACCGACTTCCACAGGAGCAAC
CGCACCGACTTCCTGCTCGCCGGGCCCGCCTTCGCGGCCCTGGCCAAGCCCGGGA
TGGCCCAGGAGCTCAACAGGCTAGATGCCCTCTCCGTAGAGTACAAAAGGTCTAT
ATGCTGCTTCTCTCTACTCTCTCTAATCAACTTAAAAACGTATTTTTTTCATCAAA
AAAGCGAAAAAAAAACGTTTTTTTGTTCTTGTAGTTGGTCAGTTTTTAGGGAACA
AATGACTGACTGAACTCTAGTTCTTTCAAAGAAACTATAGATGCATCTGTAGGAG
TCTAAATTCCTCGTGTGGTGTTTGGCTGGGCAGGATTCCATGCGAGTACAAGGAG
AAGAACCTGTCGATCCGGGTGGAAGAAGCGAGCGACAAGACGCGGGGCAACCTG
GTGGTGAAGCTGCTGTACCAGGGCGGCCAGACCGACGTCCTGGCGGTAGACGTG
GCCCCCGTGGGGTCGTCGGCGGAGTGGCGGTTCATGACGCGCGTGTACGGGCCCG
TGTGGAGCACGCCGCGGGCCCCCGCCGGGLCCGCTGCAGTTCCGGGCGGTGGTCAC
GGGCGGATACGACGGCAAGTGGGTGTGGGCGGACCAGGAGGTGCTCCCGGCGGA
CTGGCGGCCGGGACAGGTCTATGACACTGGCGTCCGCATCGCCGACGTCGCCAGG
GACGGATGCCGGGGATGCGCTGCCACCGCCGCCGGLCGCCGCGATGGACGACTGG
AAGTGAGGATGGCTGGGTAGATGACAGATATAAATATATATAAATGCATACTAA
GCATCGGTGGTCCGTCACTTTCACTCTAGCGAGTGCCTAGAGTTGAGAAGAGGAC
ATCATGCAATGCAAATGGCGCTAGCTGGAAGAACAGCACCCCCAAGTGCACGCG



TCTGGCTGCATGTATCCAGAGGGGGCTCCGGTCTTTGTCTGTTTCTGATCGATCTC
TGCTAGCTCTTGCAACATGTACATGAACTTGAAACATGCCTGCTGCTCTGCTGTAT
GTGTGCTGCAGCAGGAGGAGAGGTGGTATCATCGATTGATCGTCTCGTCGAGGTC
GATCCGATTAGATGCACGCAAAGAATTGTACTACGTGGCTACTATTAGCTGCCTA
GCTGACCCTGCTGATGAATGCTAGTAATTGTTAGAATAATGAGCACACAGTCCTT
TGGTGGCCATGTTTTTCTTCCTTTGGCATGTTGTAGTATGCAGTACATGAACATGC
GGCATATGATGTTGTCGTTCAAAGTTCACATGCGGCACCAACCCCTATCTGTTTTG
GTGGCAAGTGAGGGAGGTATATTTAAAGCAAGTGTGATACTCACTGGGATCCCCA
TCGTTCCTTG





