IDENTIFICATION

Species: Helianthus annuus

Locus: HanXRQChr09g0270611

Gene Model: HanXRQChr09g0270611
Description: HanEXPA-16

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Hannuus_rl 2
KEGG: https://www.genome.jp/entry/T05101

EXTERNAL RESOURCES
https://www.heliagene.org/



https://phytozome-next.jgi.doe.gov/info/Hannuus_r1_2
https://www.genome.jp/entry/T05101
https://www.heliagene.org/
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Query seq,
Superfanilies PLN000OS0

Name Accession Description Interval E-value
[+] PLN00050 super family cl31535 expansin A Provisional 45-283 1.99e-140
SEQUENCES
Peptide

>HanEXPA-16

MILLKCPSQPSIYSHLNSLY IPPPSSFSSTICVAKMTPFGLLLAVAILSMASLVQANNGG
WVDAHATFYGGGDASGTMGGACGYGNLYSQGYGTNTAALSTALFNNGMSCGACF
EIKCAGEPKWCHPGSIVVTATNFCPPNNALPNNDGGWCNPPQHHFDLSQPVFQQMA
QYRAGIVPVHYRRVPCMKKGGIRFTVNGHSYFNLVLITNVGGAGDVTRVAIKGSKTR
WVPMSRNWGQNWQSNANLDGQALSFKVTTSDGRTVVCNNAVPASWSFGQTFTGG
QFT*

CDS (coding sequence)
>HanEXPA-16

ATGATTTTACTGAAATGCCCCTCTCAACCATCTATTTATTCCCACCTCAACTCCCT
CTACATTCCACCCCCCTCTTCTTTTTCATCAACCATTTGTGTAGCAAAAATGACTC
CATTTGGGCTTCTTTTAGCTGTGGCTATTCTCTCAATGGCCTCTTTGGTTCAAGCC
AACAATGGTGGTTGGGTTGATGCTCATGCTACCTTCTATGGAGGTGGTGATGCTT
CTGGCACTATGGGTGGGGCTTGTGGGTATGGGAACTTATACAGTCAAGGGTATGG
TACAAACACAGCAGCACTAAGTACAGCACTATTCAACAATGGAATGAGCTGTGG
AGCTTGCTTTGAAATCAAGTGTGCAGGTGAACCAAAATGGTGTCACCCTGGTTCT
ATAGTAGTCACTGCAACCAACTTCTGCCCACCAAACAATGCATTACCCAACAATG
ATGGAGGCTGGTGCAACCCTCCCCAACACCATTTTGACCTCTCTCAGCCTGTGTTT
CAGCAAATGGCTCAATACAGAGCTGGAATTGTTCCTGTTCATTACAGAAGGGTGC
CATGTATGAAGAAAGGTGGGATCAGGTTTACGGTGAATGGACACTCATATTTCAA
CTTGGTGCTGATAACAAACGTAGGAGGAGCAGGGGATGTAACAAGGGTTGCAAT
CAAAGGTTCAAAGACCAGATGGGTACCCATGTCGAGAAACTGGGGTCAGAACTG
GCAGAGCAACGCAAATCTTGACGGTCAGGCGTTGTCTTTCAAGGTGACCACGAGT
GATGGACGTACTGTCGTCTGCAACAACGCGGTGCCCGCCAGTTGGTCGTTTGGAC
AGACGTTTACCGGCGGACAGTTCACTTAG

Nucleotide
>HanEXPA-16

ATGATTTTACTGAAATGCCCCTCTCAACCATCTATTTATTCCCACCTCAACTCCCT
CTACATTCCACCCCCCTCTTCTTTTTCATCAACCATTTGTGTAGCAAAAATGACTC
CATTTGGGCTTCTTTTAGCTGTGGCTATTCTCTCAATGGCCTCTTTGGTTCAAGCC



AACAATGGTGGTTGGGTTGATGCTCATGCTACCTTCTATGGAGGTGGTGATGCTT
CTGGCACTATGGGTAAAAAACCAAATCCAACACATAATTAAATTACCATAATTAT
TATTTTACTTGTAATATTTTTAACATTAGCCGGTCTCGACCCTACCAATAGTTTTG
CTATTTGTACTCAGTCAAGATTTATAAATAAATAAACAAGCTAAGATAAAATTGT
TTTTATTGTAGGTGGGGCTTGTGGGTATGGGAACTTATACAGTCAAGGGTATGGT
ACAAACACAGCAGCACTAAGTACAGCACTATTCAACAATGGAATGAGCTGTGGA
GCTTGCTTTGAAATCAAGTGTGCAGGTGAACCAAAATGGTGTCACCCTGGTTCTA
TAGTAGTCACTGCAACCAACTTCTGCCCACCAAACAATGCATTACCCAACAATGA
TGGAGGCTGGTGCAACCCTCCCCAACACCATTTTGACCTCTCTCAGCCTGTGTTTC
AGCAAATGGCTCAATACAGAGCTGGAATTGTTCCTGTTCATTACAGAAGGTATGT
TTTATGTTTTAAACTCATGCAAAAGGCACAAGATTGGTACTTTATGAATCTTTAAA
ATTAAGTCTTGACATATTCTTGTGATTAGGGTGCCATGTATGAAGAAAGGTGGGA
TCAGGTTTACGGTGAATGGACACTCATATTTCAACTTGGTGCTGATAACAAACGT
AGGAGGAGCAGGGGATGTAACAAGGGTTGCAATCAAAGGTTCAAAGACCAGATG
GGTACCCATGTCGAGAAACTGGGGTCAGAACTGGCAGAGCAACGCAAATCTTGA
CGGTCAGGCGTTGTCTTTCAAGGTGACCACGAGTGATGGACGTACTGTCGTCTGC
AACAACGCGGTGCCCGCCAGTTGGTCGTTTGGACAGACGTTTACCGGCGGACAGT
TCACTTAGGCATTTTGTCCAACACCTGGTGTGCATGAAAAGAGCTCGTATTAGAG
AGGCTCTTTTGTGAGCTTAGGTGGTGGTTTATGTTTTTCTTGTTGTTGTGTGTGTGG
TTTAGACTATGGATTTGGGTTGCCGTGAAGTGTTTTCCACCGGTTTTGAGAGGGTG
GTTTTATTTTTCACATGGTAGTTAGTGTTGAAAACAGCTTTTTTTAGCAGGTTTGG
GAGTGAGTGAGTCGCACTCGCACCGCTTGTTTTTGTTTGTCTGTGAGTTGTTTCTG
TCTTCCATAATAAATGATGTGATGTGGGCAGTCTGTTGTTATATTTTAATGTGAAA
TCTCACTCCGTTTCTGTCGCACAAAACGGACACG






