
IDENTIFICATION 

Species: Kalanchoe laxiflora 

Locus: Kalax.0032s0055 

Gene Model: Kalax.0032s0055.1.p 

Description: KlEXPB-01 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>KlEXPB-01 

MVNSVNLACQLGQNLPMYVLVISCLMLMSYSAPYGFDGRTDPYADDVIIDSNVTLG

SYVDAVASEWGPAVATWYGEPDGFGSDGGACGYGADVGKAPFSSMVSAGGPSLFL

SGKGCGTCYQVKCSANDACSGNPVTVVITDNCAGGPCASDATHFDLSGTAFGALAS

SGQEDTLRNAGSIDIEFQRVECSYPGTPLTFKIDSGSNPNYLAVLIEYVSGDGDLAQVE

LQETSVSDSWLPMQQSWGAVWALNSGSPLQGPFSIRITTSAADSLVAENVIPADWAA

GGSYTADVSF* 

CDS (coding sequence) 

>KlEXPB-01 

ATGGTCAACTCAGTCAACTTGGCCTGTCAACTAGGTCAAAACTTGCCCATGTACG

TTCTAGTCATCAGCTGTCTCATGCTCATGAGCTACTCAGCTCCCTACGGCTTTGAT

GGAAGGACCGATCCTTACGCTGATGACGTCATCATTGACAGTAATGTCACGCTCG

GGTCGTACGTGGACGCCGTGGCGAGCGAATGGGGGCCGGCTGTGGCCACCTGGT

ACGGGGAGCCCGACGGCTTCGGAAGCGACGGCGGGGCTTGCGGATACGGAGCGG

ATGTGGGGAAGGCTCCGTTTTCGTCGATGGTGTCGGCCGGAGGCCCGTCGCTGTT

CCTCTCCGGAAAAGGCTGCGGCACTTGCTATCAGGTGAAATGTAGCGCCAACGAT

GCGTGCTCCGGAAATCCGGTGACAGTGGTCATCACGGACAATTGCGCCGGTGGAC

CTTGTGCCTCCGATGCCACCCATTTCGATCTCAGCGGGACAGCCTTCGGAGCCCTC

GCCTCCTCCGGCCAGGAGGATACATTACGCAATGCTGGAAGCATCGATATCGAAT

TTCAAAGAGTTGAATGCAGTTATCCCGGAACACCGTTGACCTTCAAGATTGACAG

CGGCTCCAACCCCAACTACTTGGCCGTGCTGATCGAGTACGTCTCCGGAGACGGC

GACCTGGCCCAGGTCGAGCTGCAGGAGACTTCCGTCTCGGACAGCTGGCTCCCCA

TGCAGCAATCTTGGGGCGCGGTATGGGCGCTCAACTCCGGATCCCCTCTCCAGGG

CCCGTTCTCCATCCGGATCACCACCTCCGCGGCTGATTCTCTAGTGGCTGAAAATG

TCATCCCGGCCGACTGGGCGGCCGGAGGGAGTTACACGGCTGATGTCAGCTTCTG

A 

 

 



Nucleotide 

>KlEXPB-01 

ATGGTCAACTCAGTCAACTTGGCCTGTCAACTAGGTCAAAACTTGCCCATGTACG

TTCTAGTCATCAGCTGTCTCATGCTCATGAGCTACTCAGCTCCCTACGGCTTTGAT

GGAAGGACCGATCCTTACGCTGATGACGTCATCATTGACAGTAATGTCACGCTCG

GGTCGTACGTGGACGCCGTGGCGAGCGAATGGGGGCCGGCTGTGGCCACCTGGT

ACGGGGAGCCCGACGGCTTCGGAAGCGACGGTAACTGAAAATTGATTCAATGAA

AATTAATAATGCAATCTTAGCTTGTGTTCGAATGATAGTTTAAATTATTATCTGAT

GCCGTGTAGGCGGGGCTTGCGGATACGGAGCGGATGTGGGGAAGGCTCCGTTTTC

GTCGATGGTGTCGGCCGGAGGCCCGTCGCTGTTCCTCTCCGGAAAAGGCTGCGGC

ACTTGCTATCAGGTGCGATATTGATATGACCCTGCATGTATAAAGCCTCCATGAA

ATGATGCCTATATGGAACAGCATTTCACATTTTAGCGACCAAATCAAACCTTCAG

CGACAAAATTTTGACAATTGCGACGAAATTGTCCTCATATATTTGTTGGGTTGGAT

TTGATCATTTGATGCAAGTAACTTGTAAGAAATGGAAACATAATTTTGGTGCTTTT

CCATTGATAGGTGAAATGTAGCGCCAACGATGCGTGCTCCGGAAATCCGGTGACA

GTGGTCATCACGGACAATTGCGCCGGTGGACCTTGTGCCTCCGATGCCACCCATT

TCGATCTCAGCGGGACAGCCTTCGGAGCCCTCGCCTCCTCCGGCCAGGAGGATAC

ATTACGCAATGCTGGAAGCATCGATATCGAATTTCAAAGGTGATAAAAATTTTTA

ATTAGTTAGACAACTTTATAACGGTATAATTATTTTTTTTAAAAAAAAATTAAATA

TATTGAACTGAGTTGAATTGGACTGATATGCAATTTACAATGATGCAGAGTTGAA

TGCAGTTATCCCGGAACACCGTTGACCTTCAAGATTGACAGCGGCTCCAACCCCA

ACTACTTGGCCGTGCTGATCGAGTACGTCTCCGGAGACGGCGACCTGGCCCAGGT

CGAGCTGCAGGAGACTTCCGTCTCGGACAGCTGGCTCCCCATGCAGCAATCTTGG

GGCGCGGTATGGGCGCTCAACTCCGGATCCCCTCTCCAGGGCCCGTTCTCCATCC

GGATCACCACCTCCGCGGCTGATTCTCTAGTGGCTGAAAATGTCATCCCGGCCGA

CTGGGCGGCCGGAGGGAGTTACACGGCTGATGTCAGCTTCTGA 




