IDENTIFICATION

Species: Phaseolus vulgaris

Locus: Phvul.005G104600

Gene Model: Phvul.005G104600.1.p
Description: PvVEXPB-01

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Pvulgaris_v2_1
KEGG: https://www.genome.jp/entry/gn:T03093

EXTERNAL RESOURCES
https://www.pulsedb.org/organism/636
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https://www.genome.jp/entry/gn:T03093
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GENE STRUCTURE
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DOMAIN ARCHITECTURE
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Specific hits B | Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits ol

Name Accession Description Interval E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 36-157 1.99¢-68
[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and PIIl from Lolium perenne. 165-240 8.52e-25

SEQUENCES
Peptide
>PVEXPB-01

MQRHRVSAVFFLSSCFSIALVYAQGQTPHTVLDQHWYPGTATWYGEPEGDGSTGGA
CGYGTLVDVKPLKARVGAVGSMLFQKGEGCGACYKVKCLDHSICAKRAVTVIVTDE
CPGCPSDRTHFDLSGSAFGRMAFAGENGQLRNRGEIPVIYRRTPCKYAGKNIAFHVNE
GSTPFWLSLLVEFEDGDGDISSMYIQEAGSSEWLQMNHVWGANWCIVRGPLRGPFSV
KVSTSTGKSLTAKDVIPSNWITKATYTSRLNFLS*

CDS (coding sequence)
>PVEXPB-01

ATGCAGCGCCACCGTGTCTCCGCCGTGTTTTTTCTAAGCTCGTGCTTTAGCATTGC
GCTAGTATACGCGCAAGGACAGACTCCTCACACTGTCCTGGACCAACATTGGTAC
CCGGGAACCGCCACGTGGTACGGCGAGCCCGAAGGAGACGGTAGCACCGGTGGG
GCATGTGGGTATGGTACATTGGTGGACGTGAAGCCGTTGAAGGCAAGGGTGGGT
GCAGTGGGGTCAATGTTGTTTCAGAAGGGAGAAGGGTGCGGGGCTTGTTATAAG
GTGAAGTGTTTGGATCATAGCATATGTGCCAAGCGGGCAGTGACGGTTATAGTAA
CGGATGAGTGCCCGGGCTGCCCGTCCGACCGAACGCACTTCGACCTCAGTGGCTC
TGCCTTTGGCCGCATGGCGTTTGCCGGTGAAAACGGTCAGCTCCGAAACCGAGGG
GAAATCCCAGTCATTTACCGAAGAACACCATGCAAGTATGCTGGCAAAAACATTG
CCTTCCATGTCAATGAAGGTTCCACACCTTTCTGGCTATCACTTCTTGTGGAGTTT
GAAGATGGAGATGGAGACATCAGCTCCATGTATATACAAGAAGCAGGGTCAAGT
GAGTGGCTGCAGATGAATCATGTATGGGGTGCAAATTGGTGCATTGTTAGAGGGC
CTTTAAGAGGACCTTTCTCAGTTAAAGTAAGCACATCCACGGGGAAAAGCCTCAC
TGCCAAAGATGTTATTCCAAGCAATTGGATTACCAAAGCAACTTATACATCTCGG
TTGAATTTCCTTTCTTAG

Nucleotide
>PVEXPB-01

CAAATGGATAATAAGGTCAGGGCAATTATTCCGTTGAGTCGACCCCACTGTATTC
CAGTATAAAAACCCCCAAAGCCATGTAACGGTCTCATACAACCAAAGCAGAAAC
AACAAATAAAACTCTGCCGCCATCAATCAATAACTGTCGGCAACACTGCATTCCC



ACCTTTCCTTTAACTGCATTCTCGGGCTCCGAGCTTGCCGGAGCCGACATTCGAAG
CCGCGCATTACCCTATTTTCTCAATCTCATTCTCTCAAAATGCAGCGCCACCGTGT
CTCCGCCGTGTTTTTTCTAAGCTCGTGCTTTAGCATTGCGCTAGTATACGCGCAAG
GACAGACTCCTCACACTGTCCTGGACCAACATTGGTACCCGGGAACCGCCACGTG
GTACGGCGAGCCCGAAGGAGACGGTAGCACCGGTAAGGACTAAAACTGACTCGC
GAGTTGACTCAACAATGCAAAGAGCAAATCAACCTAAACAATACCTATAGTTTCA
GTTGCTATGTATGAATTACATGCACATGTAACTTCACGCTAATTATAAGTTTGATA
ATTAGCATCATTAACGCACTTTCTAACACATTTTAAGACGAGTTTTGTTGTGTGAT
TGCGAAGGAGGAACTGAATTTGATGAATTAATTGGATCAGGTGGGGCATGTGGG
TATGGTACATTGGTGGACGTGAAGCCGTTGAAGGCAAGGGTGGGTGCAGTGGGG
TCAATGTTGTTTCAGAAGGGAGAAGGGTGCGGGGCTTGTTATAAGGTGAAGTGTT
TGGATCATAGCATATGTGCCAAGCGGGCAGTGACGGTTATAGTAACGGATGAGT
GCCCGGGCTGCCCGTCCGACCGAACGCACTTCGACCTCAGTGGCTCTGCCTTTGG
CCGCATGGCGTTTGCCGGTGAAAACGGTCAGCTCCGAAACCGAGGGGAAATCCC
AGTCATTTACCGAAGGTATGGACCACATTTACACACACCATTTTATGTTTGTTTTT
CTTCTTAATGTTGTTGGACTAGAATACTAGGATAGATAGAGCCGTTGAATGATCA
TTTGTGGGTGAAACTGAGTGTGAGTGAGATGTGAAGAAGAATTTCCTCGAAAATA
TCATGACTTGGTTAGTCAATCTGTGCAGTGGAAATGTTCAACAGAGTACAAAAAA
GATAAAGAAGTTATAATGTTGAGAAAGGACTTCCTCCTTTTGTCTTTTGGTTCTAC
CATGTGTTTTTTAGTTTTTGACAATGACATCGGGTTAAGTGAATTGTGATAATAGT
TAAATAAAGATGAAAGAATGGTACAAAAATTGTTATAACAATATTACGTAATGTA
ATATAATATAATAAATTCAGCAAAACTTTTTGGTATTTGCTGGTGGAGCATCGAC
TATTGACTTGCTACTTTTTTTTCATTTTCCATATGTGGATTAAAAAGAAGGATTTA
GGTAGAAGATGTTTGAAAAAGCATGTTGAAACTACCCTTTTGTTATGTGGATTAA
AAAGGAAAGGAAAATTTATACTGATAATGACCTTTGTCTCTGATGTGTTATTGTA
TTTTTGGCAGAACACCATGCAAGTATGCTGGCAAAAACATTGCCTTCCATGTCAA
TGAAGGTTCCACACCTTTCTGGCTATCACTTCTTGTGGAGTTTGAAGATGGAGATG
GAGACATCAGCTCCATGTATATACAAGAAGTACGTTTTTTCATCTTTCTTCACCGC
ACTCCTTAACAAACATCCATGAATTATATCTATCTTGTAGTATATATAAGACTGAG
AGAGAAAAAACCTTGAAATTCTGGTGTCCAGAAAATCATATACTGCCACTTTATA
GCAGCATCTTACATATACTATAACAACATGATGAGATACTCTATATATTTTAATTA
AAGTGCAATAGATAGTAAACTAGTACTAATACATTGCATATGGGTCCAAGGAATT
TTCATACCATTAAACTGATTATGTACATTAGATAGAGCTGTTAAATTACCAGTGG
ACTTCCAAGTTTAAAATTTTGGAAACAAGAGGAAAATTTTGTATGTGAAAAAAAA
TAAGAGCAGAAAGCATGGGCATGGTAGGACATGGTTGGGTGGACAATGCCAACT
CCAAGTGTTGTGGAATGTCTCTTTAGATCACGTGGCGGTGCTATGCAGTTCCACCT
TTTGTACTTTAGATTGGAATCATTGTATGATATGCTAAAGGTTGCTGTAATCCATT
TCTATCCAATTAAAAATACTATCCAGAGTGTTATCTTCACATAATGTTGACCATTG
GCACACAATGTCCCTCTTGTGGTGCCTTTTTTCTGTATCTTTCGAACCCGAAGCAT
GTGACAGGGGACCTCTAAACAAAATTCCTTTCCCCATTTCTCCCCCACAATAAAT
AATATCTGCTGGGTAGGTCATAGGTGCATGTGTCAGATCAACTCCTAACTTGCAT
ATTCATTCTTATGGTATTTTTGCAACATGTACAATTGTAAGTCTTTTTTCTTTTCAT
CTCTGTTAATTTTCTCTTTGTTGTGGTTTTTATAAATATATTGCTGATATGTTGTGA
CTGGAAATTGGTAATGGCAGGCAGGGTCAAGTGAGTGGCTGCAGATGAATCATG
TATGGGGTGCAAATTGGTGCATTGTTAGAGGGCCTTTAAGAGGACCTTTCTCAGT
TAAAGTAAGCACATCCACGGGGAAAAGCCTCACTGCCAAAGATGTTATTCCAAG
CAATTGGATTACCAAAGCAACTTATACATCTCGGTTGAATTTCCTTTCTTAGCACA




AGGTGTTTGCAACTGAACTAGAACAACCATTTCCAAGCAAAAGGGATTAGCAATT
AATAAAGCACTTTTTACCTTGCTCAAGTTCCACTAGGAAGAGACTCTTCTTGGCCT
TAGTGTCTGTGTTTTTAAATAAGAAACAAAAGTAGAAGTTGAGTGCACAAGGTTA
TCCCAATGATCCTTCCTATTCTCAATTTTTTTTTCATTTGTATACCTGTAAGTTTGT
CATTTCTGTGGTGTGCAACTGTTTTGTACTTTGTATTCTAAGTCATGGTAGCCCTCT
CCAAACTGGAGGGAGAGCGTCTGGTGCTAGTGTAGTGTATTTAGTAAAATGTGTG
TACTAATTCCAATTTAAGTGATGAATAAATAAGTTTTGTAGTATATTTAGTAAAAT
GTGTGTACTGATTCCAATGGACTTTAAGTGATGAATACACAAGTTTTAGAACCAG
ACTAGACCGGTTATATTTTACTTCCCTGTTGATATTGGGATGAACCACACATTGTG
GTCCTTATTATGGC






